
Table S7

Length Clone # V! J! Total iTreg nTreg iTreg nTreg iTreg nTreg iTreg nTreg
CDR3 Amino Acids P C 

9 AA 2733 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADVLG

2587 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAETLYF

2967 2 2-7 1 0 1 0 1 0 0 0 0 CTCSGYEQYF

689 2 2-4 5 5 0 1 0 4 0 0 0 CTCRGTGTLYF 1-2 YES
1559 2 2-4 2 2 0 2 0 0 0 0 0 CTCSAGNTLYF

1707 2 2-3 2 2 0 0 0 0 0 2 0 CTCSVAETLYF

1897 2 2-2 1 1 0 1 0 0 0 0 0 CTCQGTGQLYF

2107 2 2-4 1 1 0 0 0 1 0 0 0 CTCRGTGTSYF

2224 2 2-7 1 1 0 0 0 0 0 1 0 CTGGGYYEQYF

2398 2 2-5 1 1 0 1 0 0 0 0 0 CTCSEQDTQYF

2419 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAEYEQYF

2584 2 1-4 1 1 0 1 0 0 0 0 0 CTCSAHERLFF

2601 2 2-7 1 1 0 1 0 0 0 0 0 CTCSDKYEQYF

2624 2 2-4 1 1 0 1 0 0 0 0 0 CTCSADDTLYF

2805 2 1-4 1 1 0 0 0 0 0 1 0 CTGSVGERLFF

2892 2 2-5 1 1 0 1 0 0 0 0 0 CTCSGQDTQYF

3219 2 2-7 1 1 0 0 0 0 0 1 0 CTCSADNEQYF

3242 2 2-3 1 1 0 0 0 0 0 1 0 CTCSAEGTLYF

471 2 2-7 8 1 7 0 1 0 3 1 3 CTCSAGDEQYF 1-2-3 YES
635 2 1-4 6 4 2 0 1 2 0 2 1 CTCSVGERLFF 1-2-3
794 2 2-7 5 1 4 0 0 0 0 1 4 CTCSAEGEQYF

959 2 2-7 4 3 1 0 0 2 1 1 0 CTCGDYYEQYF 2-3
887 2 2-7 4 3 1 3 1 0 0 0 0 CTCSAGYEQYF YES
1189 2 2-3 3 1 2 0 0 0 0 1 2 CTCSAAETLYF

1337 2 2-5 2 1 1 1 0 0 0 0 1 CTCSAGDTQYF 1-3 YES
1473 2 2-7 2 0 2 0 0 0 0 0 2 CTCSAGSEQYF

1671 2 2-7 2 0 2 0 2 0 0 0 0 CTCSAQYEQYF

1797 2 2-5 2 0 2 0 0 0 0 0 2 CTCRYQDTQYF

1935 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAGKEQYF

1943 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAGIEQYF

2253 2 1-4 1 0 1 0 0 0 0 0 1 CTCSAGERLFF

2254 2 1-4 1 0 1 0 0 0 0 0 1 CTCSAGGRLFF

2259 2 2-7 1 0 1 0 0 0 0 0 1 CTCSGEYEQYF

2363 2 2-7 1 0 1 0 0 0 0 0 1 CTCSAEDGQYF

2465 2 2-5 1 0 1 0 1 0 0 0 0 CTCSEKDTQYF

2481 2 2-7 1 0 1 0 1 0 0 0 0 CTCSPGYEQYF

2576 2 2-7 1 0 1 0 0 0 1 0 0 CTCSALGGQYF

2660 2 1-1 1 0 1 0 1 0 0 0 0 CTCSATGEVFF

2678 2 2-4 1 0 1 0 1 0 0 0 0 CTCSDQNTLYF

2702 2 2-7 1 0 1 0 0 0 0 0 1 CICSAGDEQYF

2703 2 1-4 1 0 1 0 0 0 0 0 1 CTCTLNERLFF

2734 2 1-4 1 0 1 0 1 0 0 0 0 CTCRQGERLFF

2998 2 2-7 1 0 1 0 0 0 1 0 0 CTCRGGYEQYF

3095 2 2-7 1 0 1 0 0 0 0 0 1 CTCSAGGEQYF

3290 2 2-5 1 0 1 0 1 0 0 0 0 CTSSNQDTQYF

1123 2 2-5 3 3 0 3 0 0 0 0 0 CTCSALGDTQYF

1315 2 2-4 2 2 0 2 0 0 0 0 0 CTCSGGQNTLYF

1321 2 2-7 2 2 0 2 0 0 0 0 0 CTCSALGVEQYF

1551 2 2-7 2 2 0 2 0 0 0 0 0 CTCSAAGVEQYF

1605 2 2-7 2 2 0 2 0 0 0 0 0 CTCSADGYEQYF

1890 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAGRGEQYF

1968 2 2-5 1 1 0 1 0 0 0 0 0 CTCSADQDTQYF

1969 2 2-7 1 1 0 1 0 0 0 0 0 CTCSRDSYEQYF

1979 2 1-4 1 1 0 1 0 0 0 0 0 CTCSAGNERLFF

1987 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAASHTQYF

2229 2 2-5 1 1 0 0 0 0 0 1 0 CTCSEREDTQYF

2329 2 1-2 1 1 0 0 0 0 0 1 0 CTGSGDGSTQYF

2337 2 1-2 1 1 0 0 0 0 0 1 0 CTGSQSNSDYTF

2340 2 2-5 1 1 0 0 0 0 0 1 0 CTCSDRADTQYF

2351 2 2-7 1 1 0 0 0 0 0 1 0 CAAGRAEYEQYF

2402 2 2-2 1 1 0 1 0 0 0 0 0 CICSVNTGQLYF

2407 2 2-3 1 1 0 1 0 0 0 0 0 CTGRAGADTQYF

2420 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAAQDTQYF

2421 2 1-4 1 1 0 1 0 0 0 0 0 CTGSADNERLFF

2437 2 1-4 1 1 0 1 0 0 0 0 0 CTCSDRNERLFF

2589 2 2-7 1 1 0 1 0 0 0 0 0 CTCSGQGYEQYF
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2607 2 1-4 1 1 0 1 0 0 0 0 0 CTCSGGQGRLFF

2619 2 2-5 1 1 0 1 0 0 0 0 0 TTSTVQRDTQYF

2628 2 2-4 1 1 0 1 0 0 0 0 0 CTGRAAQNTLYF

2634 2 2-7 1 1 0 1 0 0 0 0 0 CTCSGQGGEQYF

2639 2 2-7 1 1 0 1 0 0 0 0 0 CTCSVDRYEQYF

2723 2 2-5 1 1 0 1 0 0 0 0 0 CTCSGTKDTQYF

2782 2 2-2 1 1 0 0 0 1 0 0 0 CTGSPDTGQLYF

2804 2 2-5 1 1 0 0 0 0 0 1 0 CTCSDRADTQYL

2814 2 1-5 1 1 0 0 0 0 0 1 0 CTCSADLRAPLF

2852 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAGQYEQYF

2856 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAVGIEQYF

2878 2 1-4 1 1 0 1 0 0 0 0 0 CTCSADKGRLFF

2879 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAGHYEQYF

2880 2 2-5 1 1 0 1 0 0 0 0 0 CTCGTEQDTQYF

2882 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAVKYEQYF

3051 2 1-1 1 1 0 0 0 0 0 1 0 CTCSAGQTEVSF

3208 2 2-5 1 1 0 0 0 0 0 1 0 CTCSAVQDTQYF

325 2 2-5 12 3 9 0 1 3 8 0 0 CTCSAAGDTQYF 1-2 YES
447 2 2-2 8 3 5 0 3 3 0 0 2 CTCSANTGQLYF 1-2-3
574 2 2-4 7 2 5 1 0 0 4 1 1 CTCSAGGNTLYF 1-2-3
539 2 2-7 7 3 4 0 1 1 3 2 0 CTCSAGTYEQYF 1-2-3
709 2 2-7 5 1 4 0 2 0 2 1 0 CTCSAEGYEQYF 1-2-3
824 2 2-5 5 2 3 2 3 0 0 0 0 CTCSGKEDTQYF

734 2 2-2 5 4 1 0 1 4 0 0 0 CTCSPNTGQLYF 1-2
919 2 2-7 4 3 1 0 0 0 0 3 1 CTCSATGIEQYF

1117 2 2-5 3 1 2 0 0 0 0 1 2 CTCSADKDTQYF

1078 2 2-5 3 1 2 0 1 0 0 1 1 CTCSADLDTQYF 1-3 YES
1057 2 2-3 3 1 2 0 0 0 0 1 2 CTCSASAETLYF YES
1000 2 2-4 3 1 2 1 2 0 0 0 0 CTCCGSQNTLYF YES
1216 2 2-2 3 2 1 2 0 0 0 0 1 CTCRSNTGQLYF 1-3
1213 2 2-2 3 2 1 0 0 0 0 2 1 CTCSEDTGQLYF

1515 2 2-2 2 1 1 0 0 0 1 1 0 CTCSENTGQLYF 2-3
1469 2 2-4 2 1 1 0 0 0 0 1 1 CTCSSGENTLYF

1447 2 2-7 2 1 1 0 0 0 0 1 1 CTCSAAQGEQYF YES
1439 2 2-2 2 1 1 0 0 0 0 1 1 CTCSSNTGQLYF

1355 2 2-5 2 1 1 1 1 0 0 0 0 CTCRDNQDTQYF

1331 2 2-5 2 1 1 1 0 0 1 0 0 CTCSGNQDTQYF

1313 2 2-4 2 1 1 1 1 0 0 0 0 CTCSASQNTLYF

819 2 2-2 5 0 5 0 2 0 3 0 0 CTCSADTGQLYF 1-2
1345 2 2-7 2 0 2 0 2 0 0 0 0 CTCSIQGGEQYF

1529 2 2-7 2 0 2 0 0 0 0 0 2 CTCSASGEEQYF

1677 2 2-7 2 0 2 0 2 0 0 0 0 CTCSAKGYEQYF

1743 2 1-1 2 0 2 0 2 0 0 0 0 CTCSARGGLVFF

1755 2 2-7 2 0 2 0 2 0 0 0 0 CTCSASGDEQYF

1773 2 2-5 2 0 2 0 0 0 2 0 0 CTCSADSDTQYF

1775 2 2-7 2 0 2 0 1 0 1 0 0 CTCSADQIEQYF

1795 2 1-2 2 0 2 0 0 0 0 0 2 CTCSAANSDYTF

1817 2 2-3 2 0 2 0 2 0 0 0 0 CTCSGSAETLYF YES
1933 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADGVEQYF

2003 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAGTDTLYF

2005 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAAQNTLYF

2011 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAAGYEQYF

2113 2 2-4 1 0 1 0 0 0 1 0 0 CTCGGGENTLYF

2115 2 2-2 1 0 1 0 0 0 1 0 0 CTSRENTGQLYF

2118 2 2-4 1 0 1 0 0 0 1 0 0 CTCRAGQNTLYF

2125 2 2-4 1 0 1 0 0 0 1 0 0 CTCSGGKNTLYF

2135 2 2-4 1 0 1 0 0 0 1 0 0 CTCSAGQNTLYF

2142 2 2-7 1 0 1 0 0 0 1 0 0 CTSSAGQNTLYF

2257 2 2-7 1 0 1 0 0 0 0 0 1 CTCSAGGYEQYF

2483 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADQYEQYF

2500 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAVGDTQYF

2507 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAGSERLFF

2577 2 2-4 1 0 1 0 0 0 1 0 0 CTCSAEQNTLYF

2654 2 2-7 1 0 1 0 1 0 0 0 0 CTCSPDRYEQYF

2670 2 2-7 1 0 1 0 1 0 0 0 0 GTCSAQGFEQYF

2682 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAEVDTQYF

2701 2 2-3 1 0 1 0 0 0 0 0 1 CTCSAAAETLYF

2735 2 2-2 1 0 1 0 1 0 0 0 0 CTCSGGTGQLYF

2740 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAEGDTQYF

2742 2 1-4 1 0 1 0 1 0 0 0 0 CTCSGQNERLFF

2752 2 1-4 1 0 1 0 1 0 0 0 0 CTCSGTNERLFF

2769 2 2-7 1 0 1 0 1 0 0 0 0 CTCRAVDCKQYF
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2770 2 1-5 1 0 1 0 1 0 0 0 0 CTCSGSQQAPLF

2786 2 2-2 1 0 1 0 0 0 1 0 0 CTCRADTGQLYF

2789 2 1-4 1 0 1 0 0 0 1 0 0 CTCRRGNERLFF

2945 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAHQDTQYF

3124 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADRGEQYF

3128 2 1-4 1 0 1 0 1 0 0 0 0 CTCSHGNERLFF

3162 2 2-4 1 0 1 0 1 0 0 0 0 CTCGTSQNTLYF

3193 2 2-4 1 0 1 0 1 0 0 0 0 CTCRAGGNTLYF

3194 2 2-5 1 0 1 0 1 0 0 0 0 CTCRAEGDTQYF

3196 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAQGYEQYF

3252 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAGTGEQYF

3265 2 2-7 1 0 1 0 1 0 0 0 0 CTCSGDRDEQYF

3266 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAVDSKQYF

3273 2 2-7 1 0 1 0 1 0 0 0 0 CTCRAVTGEQYF

587 2 2-2 6 6 0 0 0 6 0 0 0 CTCSAGGTGQLYF YES
679 2 2-5 5 5 0 2 0 3 0 0 0 CTCSAGNQDTQYF 1-2
729 2 2-3 5 5 0 0 0 5 0 0 0 CTCSAGGAETLYF YES
774 2 2-7 5 5 0 0 0 0 0 5 0 CTCSAQGAREQYF

997 2 2-7 3 3 0 1 0 2 0 0 0 CTCSAGGGREQYF 1-2
1327 2 2-7 2 2 0 2 0 0 0 0 0 CTCSGGQGYEQYF YES
1339 2 2-4 2 2 0 2 0 0 0 0 0 CTCSSTGADTLYF

1383 2 1-4 2 2 0 0 0 2 0 0 0 CTCSWQTNERLFF

1435 2 1-4 2 2 0 0 0 0 0 2 0 CTCSAQNNERLFF

1451 2 2-7 2 2 0 0 0 0 0 2 0 CTCSADWGGEQYF

1547 2 1-4 2 2 0 2 0 0 0 0 0 CTCSPSSNERLFF

1553 2 2-5 2 2 0 2 0 0 0 0 0 CTCRGQGRDTQYF

1555 2 2-5 2 2 0 2 0 0 0 0 0 CTCSRQAQDTQYF

1641 2 1-2 2 2 0 0 0 0 0 2 0 CTCSGQANSDYTF

1717 2 2-7 2 2 0 2 0 0 0 0 0 CTCSAQTDYEQYF

1719 2 2-5 2 2 0 2 0 0 0 0 0 CTCSRDNQDTQYF

1829 2 1-4 2 2 0 0 0 0 0 2 0 CTCSETSNERLFF

1886 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAGGGNTLYF

1889 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAQGKDTQYF

1894 2 1-4 1 1 0 1 0 0 0 0 0 CTCGQGANERLFF

1902 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAGVQDTQYF

1967 2 1-4 1 1 0 1 0 0 0 0 0 CTCSGQGNERLFF

1974 2 1-2 1 1 0 1 0 0 0 0 0 RTCSRTPNSDYTF

1984 2 2-5 1 1 0 1 0 0 0 0 0 CTCSARGGDTQYF

1985 2 1-2 1 1 0 1 0 0 0 0 0 CTCSRTPNSDYTF

1990 2 2-5 1 1 0 1 0 0 0 0 0 RTCKGQGEDTQYF

2104 2 2-2 1 1 0 0 0 1 0 0 0 YTCSAGATGQLYF

2111 2 2-2 1 1 0 0 0 1 0 0 0 CTARAGDTGQLYF

2112 2 1-4 1 1 0 0 0 1 0 0 0 CTSRATGNERLFF

2231 2 2-7 1 1 0 0 0 0 0 1 0 CTCSGWGGYEQYF

2233 2 1-2 1 1 0 0 0 0 0 1 0 CTCSARQNSDYTF

2239 2 2-4 1 1 0 0 0 0 0 1 0 CTCSEGTKNTLYF

2240 2 1-4 1 1 0 0 0 0 0 1 0 CTRSADANERLFF

2328 2 2-2 1 1 0 0 0 0 0 1 0 CTCSAKNTGQLYF

2330 2 2-4 1 1 0 0 0 0 0 1 0 CTCSATGVNTLYF

2332 2 1-2 1 1 0 0 0 0 0 1 0 CTCSDSANSDYTF

2345 2 1-4 1 1 0 0 0 0 0 1 0 CTCRAEANERLFF

2395 2 2-4 1 1 0 1 0 0 0 0 0 CTCSADRQNTLYF

2406 2 2-4 1 1 0 1 0 0 0 0 0 CTCSADPRNTLYF

2414 2 2-5 1 1 0 1 0 0 0 0 0 CTCSGQDQDTQYF

2423 2 1-5 1 1 0 1 0 0 0 0 0 CTCSGRGGDTQYF

2435 2 2-7 1 1 0 1 0 0 0 0 0 CTCTADRGGEQYF

2581 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAASAETLYF

2582 2 1-4 1 1 0 1 0 0 0 0 0 CTCSADGGERLFF

2583 2 2-3 1 1 0 1 0 0 0 0 0 CTCSGSSAETLYF

2593 2 2-5 1 1 0 1 0 0 0 0 0 CTCSGTGVDTQYF

2608 2 2-5 1 1 0 1 0 0 0 0 0 CTCSPGQADTQYF

2609 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAEQGNTLYF

2611 2 2-4 1 1 0 1 0 0 0 0 0 CTCSRTSQNTLYF

2615 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAGQQNTLYF

2638 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAGTTYEQYF

2686 2 2-7 1 1 0 0 0 1 0 0 0 CTCRAERGREQYF

2699 2 2-7 1 1 0 0 0 0 0 1 0 CTRSADARAEQYF

2713 2 2-7 1 1 0 1 0 0 0 0 0 CTCSGLGGYEQYF

2716 2 2-7 1 1 0 1 0 0 0 0 0 CTCSADDNYEQYF

2726 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAMGWNTLYF

2781 2 2-1 1 1 0 0 0 1 0 0 0 RTCSANTGRLYFF

2784 2 2-2 1 1 0 0 0 1 0 0 0 CTCSAGAIGQLYF
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2811 2 2-7 1 1 0 0 0 0 0 1 0 CTCSAVGGYEQYF

2812 2 2-5 1 1 0 0 0 0 0 1 0 CTWGGTSQDTQYF

2818 2 2-5 1 1 0 0 0 0 0 1 0 TTCRKGGQDTQYF

2820 2 2-5 1 1 0 0 0 0 0 1 0 CTCSGTGEDTQYF

2844 2 2-2 1 1 0 0 0 1 0 0 0 CTCSAGATGQLYS

2851 2 2-3 1 1 0 0 0 1 0 0 0 CTCSAGGAVTLYF

2859 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAADTGQLYF

2861 2 1-4 1 1 0 1 0 0 0 0 0 CTCSPGVNERLFF

2868 2 1-2 1 1 0 1 0 0 0 0 0 CTCSAGRNSDYTF

2881 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAPQENTLYF

2886 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAGGPYEQYF

2887 2 2-4 1 1 0 1 0 0 0 0 0 CTCSGGQQNTLYF

2893 2 1-2 1 1 0 1 0 0 0 0 0 CTCSASGDSDYTF

3052 2 2-7 1 1 0 0 0 0 0 1 0 CTCSADWGAEQYF

3055 2 2-7 1 1 0 0 0 0 0 1 0 CTCSARSSYEQYF

3057 2 2-5 1 1 0 0 0 0 0 1 0 CTCSALNQDTQYF

3062 2 2-7 1 1 0 0 0 0 0 1 0 CTCSPTGGYEQYF

3065 2 2-7 1 1 0 0 0 0 0 1 0 CTCSAQGDWEQYF

3206 2 1-4 1 1 0 0 0 0 0 1 0 CTCSETSNERVFF

3210 2 2-7 1 1 0 0 0 0 0 1 0 CTCSADGKYEQYF

3211 2 2-5 1 1 0 0 0 0 0 1 0 CTCSAYRGDTQYF

3214 2 2-7 1 1 0 0 0 0 0 1 0 CTCSPGTGYEQYF

3226 2 2-7 1 1 0 0 0 0 0 1 0 CTCSALGGYEQYF

3238 2 2-7 1 1 0 0 0 0 0 1 0 CTCSASGQYEQYF

3248 2 2-5 1 1 0 0 0 0 0 1 0 CACRKGHQDTQYF

137 2 2-2 35 25 10 0 0 17 2 8 8 CTCSAGATGQLYF 2-3 YES
264 2 1-4 16 15 1 0 1 12 0 3 0 CTCSGTGNERLFF 1-2-3
295 2 2-7 15 12 3 0 1 11 1 1 1 CTCSAERGREQYF 1-2-3
337 2 2-4 12 7 5 0 0 0 2 7 3 CTCSAKTGGTLYF 2-3
361 2 2-4 11 7 4 0 3 5 1 2 0 CTCSAGGQNTLYF 1-2-3 YES
392 2 2-3 10 9 1 0 0 8 1 1 0 CTCGGISAETLYF 2-3
463 2 2-7 8 6 2 0 0 1 1 5 1 CTCSADARAEQYF 2-3
567 2 1-4 7 5 2 0 0 0 2 5 0 CTCSADGNERLFF 2-3
641 2 2-7 6 4 2 0 0 1 0 3 2 CTCSAGLGSEQYF 2-3
804 2 2-4 5 1 4 1 4 0 0 0 0 CTCSADRENTLYF YES
809 2 2-2 5 2 3 2 3 0 0 0 0 CTCSAGDTGQLYF YES
749 2 2-4 5 3 2 0 0 3 1 0 1 CTCSATGQNTLYF 2-3
779 2 2-5 5 4 1 0 0 1 0 3 1 CTCRKGHQDTQYF 2-3
955 2 2-7 4 1 3 0 0 0 0 1 3 CTCSARDIYEQYF

879 2 2-7 4 1 3 1 1 0 1 0 1 CTCSAGQGYEQYF 1-2-3 YES
875 2 2-5 4 1 3 1 2 0 0 0 1 CTCSADGQDTQYF 1-3
855 2 2-2 4 2 2 2 2 0 0 0 0 CTCSAENTGQLYF YES
899 2 2-7 4 3 1 0 1 2 0 1 0 CTCSADTGGEQYF 1-2-3

1231 2 2-4 3 1 2 0 0 0 0 1 2 CTCSARQENTLYF

1228 2 2-4 3 1 2 0 0 0 0 1 2 CTCSAGEKNTLYF

1084 2 2-5 3 1 2 1 0 0 0 0 2 CTCSAPGQDTQYF 1-3 YES
1072 2 2-5 3 1 2 0 0 0 0 1 2 CTCSRTDQDTQYF

1030 2 1-4 3 1 2 0 0 0 2 1 0 CTCSGTSNERLFF 2-3
1027 2 1-2 3 1 2 0 0 0 2 1 0 CTCSATANSDYTF 2-3
1012 2 2-7 3 1 2 0 1 1 1 0 0 CTCTQTGGYEQYF 1-2 YES
1069 2 2-4 3 2 1 0 0 0 0 2 1 CTCSAWDKNTLYF

1635 2 2-3 2 1 1 0 1 1 0 0 0 CTCSAGSAETLYF YES
560 2 1-4 7 0 7 0 0 0 7 0 0 CTCSDTANERLFF YES
931 2 2-4 4 0 4 0 0 0 0 0 4 CTCSADSQNTLYF YES
947 2 2-2 4 0 4 0 0 0 4 0 0 CTCSAGNTGQLYF

951 2 2-5 4 0 4 0 4 0 0 0 0 CTCSAGGQDTQYF YES
982 2 1-2 3 0 3 0 3 0 0 0 0 CTCSADRGSDYTF

1003 2 2-5 3 0 3 0 3 0 0 0 0 CTCTGGNQDTQYF

1021 2 2-4 3 0 3 0 0 0 3 0 0 CTCSDWGQNTLYF

1168 2 2-7 3 0 3 0 3 0 0 0 0 CTCSAKSQYEQYF

1195 2 2-5 3 0 3 0 3 0 0 0 0 CTCSADSEDTQYF

1285 2 2-5 2 0 2 0 2 0 0 0 0 CTCSGTGRDTQYF

1291 2 2-5 2 0 2 0 2 0 0 0 0 CTCSDWGQDTQYF

1343 2 2-7 2 0 2 0 2 0 0 0 0 CTCSADQGGEQYF YES
1351 2 1-4 2 0 2 0 2 0 0 0 0 CTCSVNNNERLFF

1395 2 1-4 2 0 2 0 0 0 2 0 0 CTCSGTTNERLFF

1457 2 1-2 2 0 2 0 0 0 0 0 2 CTCSAVPNSDYTF

1461 2 2-7 2 0 2 0 1 0 0 0 1 CTCSADSSYEQYF 1-3
1463 2 2-4 2 0 2 0 0 0 0 0 2 CTCSAQGQNTLYF

1527 2 2-5 2 0 2 0 1 0 0 0 1 CTCSDRGQDTQYF 1-3 YES
1577 2 2-2 2 0 2 0 2 0 0 0 0 CTCSATGTGQLYF

1615 2 2-7 2 0 2 0 2 0 0 0 0 CTCSARDWYEQYF
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1629 2 1-2 2 0 2 0 2 0 0 0 0 CTCSGQGASDYTF

1647 2 2-2 2 0 2 0 0 0 0 0 2 CTCSARGTGQLYF

1649 2 2-5 2 0 2 0 0 0 0 0 2 RTCRKGHQDTQYF

1651 2 1-4 2 0 2 0 0 0 0 0 2 CTCSADANERLFF

1675 2 2-3 2 0 2 0 2 0 0 0 0 CTCSADREETLYF

1691 2 2-7 2 0 2 0 0 0 2 0 0 CTCSGDRNYEQYF

1825 2 2-7 2 0 2 0 2 0 0 0 0 CTCSAASSYEQYF YES
1833 2 2-4 2 0 2 0 2 0 0 0 0 CTCSAPSQNTLYF

1835 2 2-4 2 0 2 0 2 0 0 0 0 CTCSAQSQNTLYF

1925 2 2-4 1 0 1 0 1 0 0 0 0 YTCSAGGQNTLYF

1928 2 1-4 1 0 1 0 1 0 0 0 0 CTCSPGQNERLFF

1929 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAAGAETLYF

1930 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAWTGNTLYF

1937 2 2-2 1 0 1 0 1 0 0 0 0 CTGRGLDPGQLYF

1939 2 2-5 1 0 1 0 1 0 0 0 0 CTCSRDWKDTQYF

1941 2 2-4 1 0 1 0 1 0 0 0 0 CTRRGGQQNTLYF

1942 2 2-5 1 0 1 0 1 0 0 0 0 CTCSGDNQDTQYF

1994 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADPENTLYF

1995 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADPKNTLYF

1997 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADGKNTLYF

1998 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAGRGDTQYF

2015 2 1-4 1 0 1 0 1 0 0 0 0 CTCSDRGGERLFF

2021 2 2-7 1 0 1 0 1 0 0 0 0 CTCSANWSYEQYF

2022 2 2-3 1 0 1 0 1 0 0 0 0 CTCGGRSAETLYF

2024 2 2-5 1 0 1 0 1 0 0 0 0 CTCTGGKQDTQYF

2114 2 1-2 1 0 1 0 0 0 1 0 0 CTCSGTANSDYTF

2117 2 2-3 1 0 1 0 0 0 1 0 0 CTCSVTGKETLYF

2121 2 2-2 1 0 1 0 0 0 1 0 0 CTGRGGATGQLYF

2134 2 2-2 1 0 1 0 0 0 1 0 0 STCSGGNTGQLYF

2251 2 2-4 1 0 1 0 0 0 0 0 1 CTCSADQGNTLYF

2256 2 2-2 1 0 1 0 0 0 0 0 1 CTGSAGGTGQLYF

2261 2 2-4 1 0 1 0 0 0 0 0 1 CTCSEGQQNTLYF

2264 2 2-2 1 0 1 0 0 0 0 0 1 STCSAGGPGQLYF

2359 2 2-5 1 0 1 0 0 0 0 0 1 CTSSADGQDTQYF

2372 2 1-4 1 0 1 0 0 0 0 0 1 CTCSAVSGERLFF

2468 2 2-2 1 0 1 0 1 0 0 0 0 CTCSARNTGQLYF

2471 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADHQNTLYF

2478 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADWGNTLYF

2480 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAGGEDTLYF

2501 2 1-2 1 0 1 0 1 0 0 0 0 CTCSAGTNSDYTF

2502 2 2-1 1 0 1 0 1 0 0 0 0 CTCSARGYAEQFF

2505 2 1-2 1 0 1 0 1 0 0 0 0 CTCSSQANSDYTF

2506 2 1-5 1 0 1 0 1 0 0 0 0 CTCSADQGRAPLF

2510 2 1-4 1 0 1 0 1 0 0 0 0 CTCSSGHNERLFF

2511 2 1-2 1 0 1 0 1 0 0 0 0 CTCSADPNSDYTF

2569 2 2-4 1 0 1 0 0 0 1 0 0 CTCSAGFQNTLYF

2580 2 2-4 1 0 1 0 0 0 1 0 0 CTCSADPGNTLYF

2648 2 2-2 1 0 1 0 1 0 0 0 0 CTCSADPTGQLYF

2651 2 2-5 1 0 1 0 1 0 0 0 0 CTHPGLGEYTQSF

2653 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAGYQSTLYF

2658 2 2-7 1 0 1 0 1 0 0 0 0 CTCSATGGYEQYF

2663 2 2-5 1 0 1 0 1 0 0 0 0 CTSGAGNQDTQYF

2665 2 1-5 1 0 1 0 1 0 0 0 0 CTCSAGEGYEQYF

2669 2 2-4 1 0 1 0 1 0 0 0 0 CTCTNNSQNTLYF

2673 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAIVTGQLYF

2680 2 2-5 1 0 1 0 1 0 0 0 0 CTCWGQGEDTQYF

2700 2 2-5 1 0 1 0 0 0 0 0 1 CTSRTVHKANHTF

2711 2 2-2 1 0 1 0 0 0 0 0 1 CTCSGPLPGQLYF

2737 2 2-5 1 0 1 0 1 0 0 0 0 CTCSADPKDTQYF

2743 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAGTGSTLYF

2744 2 1-4 1 0 1 0 1 0 0 0 0 CTCRADRNERLFF

2747 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAGGRNTLYF

2749 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAGQENTLYF

2759 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAGSQNTLYF

2765 2 1-4 1 0 1 0 1 0 0 0 0 CTCEGFANERLFF

2768 2 2-7 1 0 1 0 1 0 0 0 0 CTCKTGGAYEQYF

2774 2 2-5 1 0 1 0 1 0 0 0 0 CTCTSSRQDTQYF

2824 2 2-7 1 0 1 0 0 0 0 0 1 CTCSANIKYEQYF

2829 2 2-7 1 0 1 0 0 0 0 0 1 CTCSGTVSYEQYF

2833 2 2-7 1 0 1 0 0 0 0 0 1 CTCSAGLGSEQCF

2841 2 1-4 1 0 1 0 0 0 0 0 1 CTCSGTINERLFF

2842 2 2-4 1 0 1 0 0 0 0 0 1 CTGTAKTGGTLYF
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2843 2 2-5 1 0 1 0 0 0 0 0 1 YTGSPGQQDTQYF

2930 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAPDNYEQYF

2938 2 2-2 1 0 1 0 1 0 0 0 0 CTCSASNTGQLYF

2946 2 2-2 1 0 1 0 1 0 0 0 0 CTRSAGVTGQLYF

2952 2 1-4 1 0 1 0 1 0 0 0 0 CTCSGTGAKPLFF

2956 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADLGGEQYF

2966 2 2-7 1 0 1 0 1 0 0 0 0 CTCSGDRTYEQYF

2968 2 2-5 1 0 1 0 1 0 0 0 0 CTCSADRVDTQYF

2994 2 1-4 1 0 1 0 0 0 1 0 0 CTCRGQGNERLFF

2996 2 2-4 1 0 1 0 0 0 1 0 0 CTCSAGQKNTLYF

3000 2 1-4 1 0 1 0 0 0 1 0 0 CTCSAMGNERLFF

3086 2 2-2 1 0 1 0 0 0 0 0 1 CTSSAGAAEQLYF

3088 2 2-2 1 0 1 0 0 0 0 0 1 CTSSAGAAGPLYF

3091 2 2-2 1 0 1 0 0 0 0 0 1 CTSSAGATGQLYF

3100 2 2-7 1 0 1 0 0 0 0 0 1 CTCSADIKYEQYF

3119 2 2-7 1 0 1 0 1 0 0 0 0 CTCSEQGAGEQYF

3121 2 2-3 1 0 1 0 1 0 0 0 0 CTCSGGQAETLYF

3123 2 2-4 1 0 1 0 1 0 0 0 0 CTCSARSQNTLYF

3127 2 1-4 1 0 1 0 1 0 0 0 0 CTCSADRGERLFF

3130 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADRGYEQYF

3134 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAAGGYEQYF

3135 2 2-3 1 0 1 0 1 0 0 0 0 CTCSATGQETLYF

3140 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADKGGEQYF

3144 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADWGGERYF

3156 2 2-5 1 0 1 0 1 0 0 0 0 CTCSEAGSDTQYF

3158 2 2-4 1 0 1 0 1 0 0 0 0 CTCSGLIQNTLYF

3164 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAGQGDTQYF

3166 2 2-7 1 0 1 0 1 0 0 0 0 CTCSVTGGYEQYF

3167 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAQNTGQLYF

3178 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADGGNTLYF

3181 2 1-2 1 0 1 0 1 0 0 0 0 CTCSAVANSDYTF

3197 2 2-3 1 0 1 0 1 0 0 0 0 CTCSADRAETLYF

3229 2 1-4 1 0 1 0 0 0 1 0 0 CTCSDTTNERLFF

3230 2 1-4 1 0 1 0 0 0 1 0 0 CTCSGTSNERSFF

3233 2 2-3 1 0 1 0 0 0 1 0 0 STCGGNSAETLYF

3250 2 2-7 1 0 1 0 1 0 0 0 0 CTCSGDWGDEQYF

3256 2 2-4 1 0 1 0 1 0 0 0 0 CTCSWTGGDTLYF

3258 2 2-7 1 0 1 0 1 0 0 0 0 CTCSGDRDYEQYF

3259 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAGVQNTLYF

3263 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAGWQDTQYF

3269 2 1-4 1 0 1 0 1 0 0 0 0 CTCSADLNERLFF

3272 2 2-7 1 0 1 0 1 0 0 0 0 CTCNADRGYEQYF

3285 2 2-5 1 0 1 0 1 0 0 0 0 CTCSGTGGDTQYF

546 2 2-2 7 7 0 0 0 5 0 2 0 CTCSGTGNTGQLYF 2-3
581 2 2-7 6 6 0 1 0 5 0 0 0 RTCSASTGIYEQYF 1-2 YES
684 2 2-5 5 5 0 1 0 4 0 0 0 CTCSGTGGQDTQYF 1-2
739 2 2-3 5 5 0 0 0 5 0 0 0 CTCSAGGGAETPYF

1018 2 2-4 3 3 0 0 0 3 0 0 0 CTCSAETSQNTLYF

1063 2 2-5 3 3 0 0 0 0 0 3 0 CTCSAGGNQDTQYF

1111 2 2-5 3 3 0 0 0 0 0 3 0 CTCSGTGSQDTQYF

1183 2 2-5 3 3 0 0 0 0 0 3 0 CTCSADLGGYTQYF

1265 2 2-2 2 2 0 2 0 0 0 0 0 CTCSADLGSGQLYF

1323 2 2-4 2 2 0 1 0 0 0 1 0 CTCSGDRSQNTLYF 1-3 YES
1381 2 1-4 2 2 0 1 0 1 0 0 0 CTCRGQFSNERLFF

1441 2 2-3 2 2 0 0 0 0 0 2 0 CTCSADRSAETLYF

1445 2 2-5 2 2 0 0 0 0 0 2 0 CTCSAERVGDTQYF

1509 2 2-7 2 2 0 0 0 0 0 2 0 CTCSARQGSYEQYL

1637 2 2-5 2 2 0 0 0 2 0 0 0 CTCSERGRKDTQYF YES
1639 2 2-7 2 2 0 0 0 0 0 2 0 CTCSAYWVTYEQYF

1643 2 2-4 2 2 0 1 0 0 0 1 0 CTCSADSSQNTLYF 1-3 YES
1659 2 2-5 2 2 0 1 0 0 0 1 0 CTCSGGTNQDTQYF 1-3
1701 2 1-4 2 2 0 0 0 0 0 2 0 CTCSAGISNERLFF

1713 2 2-4 2 2 0 2 0 0 0 0 0 CTCSGGSSQNTLYF

1715 2 1-1 2 2 0 2 0 0 0 0 0 CTCSAIGEGTEVFF

1791 2 1-4 2 2 0 0 0 0 0 2 0 CASRSSISNERLSF

1879 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAGGNTGQLYF

1892 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAARNTGQLYF

1896 2 2-2 1 1 0 1 0 0 0 0 0 CTCSGDKNTGQLYF

1900 2 2-5 1 1 0 1 0 0 0 0 0 CTCSADPGQGTQYF

1906 2 2-3 1 1 0 1 0 0 0 0 0 CTCSIRSSAETLYF

1907 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAGGFTGQLYF

1908 2 1-4 1 1 0 1 0 0 0 0 0 CTCSARDRNERLFF
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1964 2 2-5 1 1 0 1 0 0 0 0 0 CTCGAGGGQDTQYF

1966 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAGVHTGQLYF

1971 2 2-7 1 1 0 1 0 0 0 0 0 CTCSADYSSYEQYF

1972 2 2-4 1 1 0 1 0 0 0 0 0 CTCSALTSQNTLYF

1973 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAVGTGNTLYF

1976 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADPNTGQLYF

1980 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAPTGEDEQYF

1991 2 1-2 1 1 0 1 0 0 0 0 0 CTCSADQGGSDYTF

1993 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAGDWENTLYF

2105 2 2-2 1 1 0 0 0 1 0 0 0 CTCSAETGSGQLYF

2108 2 1-4 1 1 0 0 0 1 0 0 0 CTCSAARGYERLFF

2109 2 2-1 1 1 0 0 0 1 0 0 0 CTCSGEGSSKDQFF

2110 2 2-2 1 1 0 0 0 1 0 0 0 CTRRGTGSTGQLYF

2232 2 2-7 1 1 0 0 0 0 0 1 0 CTYSTGRRGYEQYF

2238 2 1-4 1 1 0 0 0 0 0 1 0 CTWGQGVSNERLFF

2243 2 1-1 1 1 0 0 0 0 0 1 0 CTCSADNSNTEVFL

2327 2 1-1 1 1 0 0 0 0 0 1 0 STCRADNSNTEVFF

2331 2 2-2 1 1 0 0 0 0 0 1 0 CTCSPGQGTGQLYF

2334 2 2-4 1 1 0 0 0 0 0 1 0 CTGNAGMNQNTLYF

2335 2 2-2 1 1 0 0 0 0 0 1 0 CTCSADGRTGQLYF

2336 2 2-4 1 1 0 0 0 0 0 1 0 CTCSGGISQNTLYF

2339 2 2-2 1 1 0 0 0 0 0 1 0 CTCSATSNTGQLYF

2341 2 2-2 1 1 0 0 0 0 0 1 0 CTCSGQANTGQLYF

2343 2 2-3 1 1 0 0 0 0 0 1 0 STCSAGRTAETLYF

2347 2 1-4 1 1 0 0 0 0 0 1 0 CAAGHKISNERLFF

2348 2 1-4 1 1 0 0 0 0 0 1 0 RTCSAGTGNERLFF

2349 2 2-5 1 1 0 0 0 0 0 1 0 CTCRTGFNQDTQYF

2350 2 1-4 1 1 0 0 0 0 0 1 0 CTGSRQGVKERLFF

2352 2 1-4 1 1 0 0 0 0 0 1 0 CAAGHRVSNERLFF

2353 2 2-4 1 1 0 0 0 0 0 1 0 CTCSADLIQNTLYF

2396 2 1-2 1 1 0 1 0 0 0 0 0 CTCSGQGGDSDYTF

2409 2 1-4 1 1 0 1 0 0 0 0 0 CTCSAQGSNERLFF

2411 2 1-7 1 1 0 1 0 0 0 0 0 CTCSAGESGDEQYF

2416 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAGDWGYEQYF

2417 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAKGAQDTQYF

2424 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAGTGRGEQYF

2428 2 2-7 1 1 0 1 0 0 0 0 0 CTGRGGTEKYEQYF

2429 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAVTQGGEQYF

2431 2 2-7 1 1 0 1 0 0 0 0 0 CTCSFRDSSYEQYF

2432 2 2-2 1 1 0 1 0 0 0 0 0 CTCSDRSNTGQLYF

2434 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAGRNTGQLYF

2567 2 2-2 1 1 0 0 0 1 0 0 0 CTCSEDRNTGQIYF

2585 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAAGQQDTQYF

2595 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAHNSQNTLYF

2596 2 2-5 1 1 0 1 0 0 0 0 0 CTCSHRDIQDTQYF

2597 2 2-2 1 1 0 1 0 0 0 0 0 CTCRQGANTGQLYF

2605 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAVGDGDTQYF

2616 2 2-2 1 1 0 1 0 0 0 0 0 CTCSATGGTGQLYF

2620 2 1-2 1 1 0 1 0 0 0 0 0 CTCSAGQTNSDYTF

2622 2 2-3 1 1 0 1 0 0 0 0 0 CTCSGTTSAETLYF

2625 2 2-5 1 1 0 1 0 0 0 0 0 CTCSALGNQDTQYF

2627 2 2-5 1 1 0 1 0 0 0 0 0 CTCSGGGLEDTQYF

2631 2 2-5 1 1 0 1 0 0 0 0 0 CTCSEQGDQDTQYF

2633 2 2-4 1 1 0 1 0 0 0 0 0 CTCSADRVQNTLYF

2637 2 1-4 1 1 0 1 0 0 0 0 0 CTCNRDRGGERLFF

2640 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAGTGGDTQYF

2642 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAGGGQNTLYF

2685 2 2-3 1 1 0 0 0 1 0 0 0 CTCSARVRAETLYF

2688 2 2-5 1 1 0 0 0 1 0 0 0 CTCSEGGGKDTQYF

2690 2 2-2 1 1 0 0 0 1 0 0 0 CTCSAGTGSGRLYF

2691 2 2-5 1 1 0 0 0 1 0 0 0 CTCSGTGEQDTQYF

2694 2 2-7 1 1 0 0 0 0 0 1 0 CTCSAVLGGYEQYF

2695 2 2-3 1 1 0 0 0 0 0 1 0 TTCSEGFSQNTLYF

2696 2 2-1 1 1 0 0 0 0 0 1 0 CTCSDRDRYAEQFF

2697 2 2-4 1 1 0 0 0 0 0 1 0 CTCSADIIQNTLYF

2714 2 2-2 1 1 0 1 0 0 0 0 0 CTCSTGENTGQLYF

2715 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAGFNQDTQYF

2720 2 2-5 1 1 0 1 0 0 0 0 0 CTCSADFGGNTQYF

2724 2 2-5 1 1 0 1 0 0 0 0 0 CTCSRLGGQDTQYF

2729 2 2-2 1 1 0 1 0 0 0 0 0 CTCKTGGGTGQLYF

2731 2 2-5 1 1 0 1 0 0 0 0 0 CTYSADPGQDTQYF

2783 2 2-5 1 1 0 0 0 1 0 0 0 CTYSEGGRKDTQYF
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2785 2 2-5 1 1 0 0 0 1 0 0 0 RTCAALAGIDKQYF

2801 2 2-7 1 1 0 0 0 0 0 1 0 CTCSAPGQGDEQYF

2802 2 2-2 1 1 0 0 0 0 0 1 0 SCTAEGKNTGQLYF

2817 2 2-7 1 1 0 0 0 0 0 1 0 CTCSAGRRGYEQYF

2845 2 2-2 1 1 0 0 0 1 0 0 0 CTCSAEGDTGQLYF

2848 2 2-3 1 1 0 0 0 1 0 0 0 TTSGAGGSENTLYF

2849 2 2-4 1 1 0 0 0 1 0 0 0 TCTGPGRGKSAYTF

2854 2 2-2 1 1 0 1 0 0 0 0 0 CTCRAAHDTGQLYF

2857 2 2-7 1 1 0 1 0 0 0 0 0 CTCSADRSSYEQYF

2860 2 2-5 1 1 0 1 0 0 0 0 0 CTCSATGGAGTQYF

2862 2 2-7 1 1 0 1 0 0 0 0 0 CTCSADHRNYEQYF

2865 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAGTNTGQLYF

2866 2 2-2 1 1 0 1 0 0 0 0 0 CTCTPTKGTGQLYF

2867 2 2-7 1 1 0 1 0 0 0 0 0 CTCSADGGAREQYF

2870 2 1-4 1 1 0 1 0 0 0 0 0 CTCSADPGNERLFF

2876 2 2-4 1 1 0 1 0 0 0 0 0 CTCSADPQKNTLYF

2877 2 2-4 1 1 0 1 0 0 0 0 0 CTCSRDKPQNTLYF

2885 2 2-2 1 1 0 1 0 0 0 0 0 CTCSGTANTGQLYF

2891 2 2-4 1 1 0 1 0 0 0 0 0 CTCSALGGQNTLYF

3053 2 2-2 1 1 0 0 0 0 0 1 0 CTCSEDRNTGQLHF

3061 2 2-3 1 1 0 0 0 0 0 1 0 CTCSGDGSAETLYF

3063 2 2-4 1 1 0 0 0 0 0 1 0 CTCKTQGSQNTLYF

3064 2 2-3 1 1 0 0 0 0 0 1 0 CTCSVGGSAETLYF

3067 2 2-3 1 1 0 0 0 0 0 1 0 CTCSAERTAETLYF

3212 2 2-2 1 1 0 0 0 0 0 1 0 CTCSKDRNTGQLYF

3215 2 2-7 1 1 0 0 0 0 0 1 0 CTCSADPGIYEQYS

3216 2 2-7 1 1 0 0 0 0 0 1 0 CTCSAPGQPYEQYF

3217 2 2-7 1 1 0 0 0 0 0 1 0 CTCSAVVGGYEQYF

3224 2 1-1 1 1 0 0 0 0 0 1 0 CTCSADSGDTEVFF

3228 2 2-7 1 1 0 0 0 0 0 1 0 CTCSADLGGYEQYF

3234 2 2-4 1 1 0 0 0 0 0 1 0 CTCSADSNQNTLYF

3237 2 2-3 1 1 0 0 0 0 0 1 0 CICSAGQWAETLYF

3240 2 1-4 1 1 0 0 0 0 0 1 0 CTCSPNFSNERLFF

3241 2 2-3 1 1 0 0 0 0 0 1 0 CTCWGGVGAETLYF

3243 2 2-5 1 1 0 0 0 0 0 1 0 CTCSGSGGQDTQYF

3244 2 2-5 1 1 0 0 0 0 0 1 0 CTCSGRGRGDTQYF

3246 2 2-3 1 1 0 0 0 0 0 1 0 CTCSGTGGAETLYF

3247 2 1-4 1 1 0 0 0 0 0 1 0 CTCSRQGVNERLFF

199 2 1-4 25 19 6 1 2 17 0 1 4 CTCSGTGSNERLFF 1-2-3 YES
224 2 2-2 20 18 2 1 0 13 1 4 1 CTCSAGTGSGQLYF 1-2-3 YES
310 2 1-1 15 4 11 0 0 0 10 4 1 CTCSADNSNTEVFF 2-3 YES
382 2 2-5 10 7 3 0 2 5 0 2 1 CTCSEGGRKDTQYF 1-2-3 YES
455 2 2-2 8 5 3 0 1 4 2 1 0 CTCSSQGYTGQLYF 1-2-3
518 2 2-4 7 6 1 1 0 5 0 0 1 CTCSADPGQNTLYF 1-2-3
593 2 2-4 6 3 3 1 1 0 2 2 0 CTCSARGSQNTLYF 1-2-3
653 2 2-4 6 4 2 0 0 0 0 4 2 CTCSTRPSQNTLYF

647 2 2-4 6 4 2 0 0 1 1 3 1 CTCSAGISQNTLYF 2-3
617 2 2-4 6 4 2 0 0 0 0 4 2 CTCSGGLRQNTLYF

754 2 1-4 5 2 3 0 1 2 2 0 0 CTCSAGTGNERLFF 1-2 YES
784 2 2-7 5 3 2 0 0 0 0 3 2 CTCSALGSSYEQYF YES
744 2 2-7 5 4 1 0 0 2 0 2 1 CTCSADNWVYEQYF 2-3
939 2 2-3 4 2 2 0 0 2 0 0 2 CTCSQGSSAETLYF 2-3
911 2 1-4 4 2 2 0 0 0 1 2 1 CTCSHRGPNERLFF 2-3 YES
867 2 2-3 4 2 2 2 1 0 0 0 1 CTCSGTGSAETLYF 1-3 YES
923 2 2-2 4 3 1 0 0 0 0 3 1 CTCSEDRNTGQLYF

883 2 2-7 4 3 1 1 0 2 0 0 1 CTCSAGGLGDEQYF 1-2-3
1162 2 2-4 3 1 2 1 2 0 0 0 0 CTCSAWGGQNTLYF

1060 2 2-5 3 1 2 0 0 0 0 1 2 CTCSAVDRQDTQYF

1006 2 2-4 3 1 2 0 1 1 0 0 1 CTCSAGGSQNTLYF 1-2-3
994 2 2-5 3 1 2 1 2 0 0 0 0 CTCSAWGGQDTQYF

1150 2 2-4 3 2 1 0 0 2 0 0 1 CTCSAGTSQNTLYF 2-3
1114 2 1-4 3 2 1 0 0 0 0 2 1 CTCSAQDSNERLFF

1099 2 2-7 3 2 1 0 0 0 0 2 1 CTCSAPGPSYEQYF

1036 2 2-5 3 2 1 0 0 2 1 0 0 CTCSAVVNQDTQYF

1727 2 2-5 2 1 1 1 1 0 0 0 0 CTCSAGGARDTQYF

1721 2 2-2 2 1 1 1 1 0 0 0 0 CTCSAPGGPGQLYF YES
1703 2 2-7 2 1 1 0 0 0 0 1 1 CTCSADPGIYEQYF

1661 2 2-5 2 1 1 1 1 0 0 0 0 CTCSADWGGDTQYF YES
1657 2 1-2 2 1 1 1 0 0 0 0 1 CTCSAGTSNSDYTF 1-3 YES
1617 2 2-5 2 1 1 0 1 0 0 1 0 CTCSADLKQDTQYF 1-3
1597 2 2-7 2 1 1 0 0 1 1 0 0 CTCSAGLGGYEQYF

1525 2 2-3 2 1 1 0 0 0 0 1 1 CTCSGRDRAETLYF



Table S7

1521 2 2-7 2 1 1 0 0 0 0 1 1 CTCSAVGGVGEQYF YES
1317 2 2-4 2 1 1 1 1 0 0 0 0 CTCSSGQGQNTLYF

1389 2 1-2 2 1 1 0 0 0 1 1 0 CTCSGQGGSSDYTF 2-3
1443 2 1-2 2 1 1 0 0 0 1 1 0 CTCSGQGARSDYTF 2-3
1449 2 2-7 2 1 1 0 1 0 0 1 0 CTCSAGRSSYEQYF 1-3 YES
1467 2 2-4 2 1 1 0 0 0 0 1 1 CTCSAGGYQNTLYF

1519 2 1-4 2 1 1 0 0 0 0 1 1 CTCSAGTVNERLFF YES
799 2 2-4 5 0 5 0 0 0 0 0 5 CTCSALRGQNTLYF

871 2 2-3 4 0 4 0 4 0 0 0 0 CTCSGRDNAETLYF

891 2 1-4 4 0 4 0 4 0 0 0 0 CTCSAQISNERLFF

927 2 2-5 4 0 4 0 1 0 1 0 2 CTCSAGLNQDTQYF 1-2-3 YES
985 2 2-2 3 0 3 0 2 0 0 0 1 CTCSADRNTGQLYF 1-3

1033 2 2-5 3 0 3 0 0 0 3 0 0 CTCRETINQDTQYF

1090 2 2-2 3 0 3 0 2 0 0 0 1 CTCSAGGDTGQLYF 1-3 YES
1144 2 2-2 3 0 3 0 3 0 0 0 0 CTCSSGKNTGQLYF YES
1156 2 2-3 3 0 3 0 0 0 3 0 0 CTCSAPGAGKTLYF

1174 2 2-5 3 0 3 0 3 0 0 0 0 CTCSARDIQDTQYF

1295 2 2-4 2 0 2 0 2 0 0 0 0 CTCSAPGRKNTLYF

1297 2 2-4 2 0 2 0 2 0 0 0 0 CTCSAERGQNTLYF

1357 2 2-4 2 0 2 0 2 0 0 0 0 CTCSADRGQNTLYF

1361 2 2-5 2 0 2 0 2 0 0 0 0 CTCRGTGGADTQYF

1387 2 2-2 2 0 2 0 1 0 1 0 0 CTCRTGANTGQLYF

1471 2 2-7 2 0 2 0 0 0 0 0 2 CTCSAEQGVYEQYF

1611 2 2-2 2 0 2 0 2 0 0 0 0 CTCSAMGDTGQLYF

1623 2 2-4 2 0 2 0 2 0 0 0 0 CTCSGLGRQNTLYF

1653 2 2-5 2 0 2 0 0 0 0 0 2 CTCSGGTGQDTQYF

1667 2 2-3 2 0 2 0 2 0 0 0 0 CTCSAGGGAETLYF

1673 2 2-5 2 0 2 0 2 0 0 0 0 CTCSADREEDTQYF

1679 2 2-7 2 0 2 0 2 0 0 0 0 CTCSEGQGAGEQYF

1695 2 2-5 2 0 2 0 0 0 2 0 0 CTCSVRDIQDTQYF

1741 2 2-5 2 0 2 0 2 0 0 0 0 CTCSPRTGQDTQYF

1745 2 2-4 2 0 2 0 2 0 0 0 0 CTCSAVGGQNTLYF

1749 2 2-7 2 0 2 0 2 0 0 0 0 CTCSGTGGALEQYF

1751 2 2-1 2 0 2 0 2 0 0 0 0 CTCSGSGERAEQFF

1753 2 2-2 2 0 2 0 2 0 0 0 0 CTCSADGGPGQLYF

1777 2 2-3 2 0 2 0 0 0 2 0 0 CTCSAGGSAETLYF

1811 2 2-4 2 0 2 0 2 0 0 0 0 CTCSADLSQNTLYF

1813 2 2-5 2 0 2 0 2 0 0 0 0 CTCSAAGGEDTQYF

1815 2 1-4 2 0 2 0 2 0 0 0 0 CTCSAGTDNERLFF

1819 2 1-2 2 0 2 0 2 0 0 0 0 CTCSADPANSDYTF

1823 2 2-4 2 0 2 0 2 0 0 0 0 CTCSADGTGNTLYF

1831 2 1-4 2 0 2 0 0 0 2 0 0 CTCRNRISNERLFF

1837 2 2-3 2 0 2 0 2 0 0 0 0 CTCRRDSSAETLYF

1931 2 1-1 1 0 1 0 1 0 0 0 0 CTCSALQANTEVFF

1938 2 1-4 1 0 1 0 1 0 0 0 0 CTCSPRVSNERLFF

1940 2 2-5 1 0 1 0 1 0 0 0 0 STCSTGTGRYTQYF

1999 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADWGSYEQYF

2001 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAPASAETLYF

2004 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAGRFAETLYF

2009 2 2-7 1 0 1 0 1 0 0 0 0 CTCSATGGMYEQYF

2016 2 2-4 1 0 1 0 1 0 0 0 0 CTCSGGGSQNTLYF

2020 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAGDNQDTQYF

2116 2 2-4 1 0 1 0 0 0 1 0 0 CTCSADRGGNTLYF

2119 2 2-5 1 0 1 0 0 0 1 0 0 CTCSGNRDQDTQYF

2127 2 1-4 1 0 1 0 0 0 1 0 0 CTGSPNFSNERLFF

2128 2 2-5 1 0 1 0 0 0 1 0 0 CTCRGEGSQDTQYF

2131 2 2-4 1 0 1 0 0 0 1 0 0 CTCSAEEGQDTFYF

2136 2 2-3 1 0 1 0 0 0 1 0 0 CTCRRQGRAETLYF

2138 2 2-7 1 0 1 0 0 0 1 0 0 CTCSADSGGYEQYF

2245 2 2-7 1 0 1 0 0 0 0 0 1 CTCSAGQGRYEQYF

2247 2 2-3 1 0 1 0 0 0 0 0 1 CTCSADPASETLYF

2248 2 2-5 1 0 1 0 0 0 0 0 1 CTCSGDINQDTQYF

2258 2 2-4 1 0 1 0 0 0 0 0 1 CTCSAVISQNTLYF

2260 2 2-3 1 0 1 0 0 0 0 0 1 CTCSQGCSAETLYF

2354 2 2-2 1 0 1 0 0 0 0 0 1 CTCSGTGNTGRLYF

2355 2 2-2 1 0 1 0 0 0 0 0 1 CACSEDRNTGQLYF

2356 2 2-4 1 0 1 0 0 0 0 0 1 CTCSGGLGENTLYF

2360 2 2-4 1 0 1 0 0 0 0 0 1 CTGSGGISQNTLYF

2361 2 2-4 1 0 1 0 0 0 0 0 1 CTCSQGFGADTLYF

2362 2 2-4 1 0 1 0 0 0 0 0 1 CTCSADHSQNTLYF

2364 2 2-2 1 0 1 0 0 0 0 0 1 CTCSARRDTGQLYF

2365 2 2-4 1 0 1 0 0 0 0 0 1 CTCSADLGENTLYF

13 Amino 
Acids
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2367 2 1-4 1 0 1 0 0 0 0 0 1 CTCSTEISNERLFF

2369 2 2-4 1 0 1 0 0 0 0 0 1 CTSSTRPSQNTLYF

2467 2 2-2 1 0 1 0 1 0 0 0 0 CTCSGGQGAGQLYF

2469 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAGTGGYEQYF

2473 2 2-7 1 0 1 0 1 0 0 0 0 CTCSEGTGGYEQYF

2476 2 1-4 1 0 1 0 1 0 0 0 0 CTCSANREVERLFF

2479 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADLVTYEQYF

2482 2 2-2 1 0 1 0 1 0 0 0 0 RTCSATANTGQLYF

2486 2 2-3 1 0 1 0 1 0 0 0 0 CTCTGAPSAETLYF

2488 2 2-2 1 0 1 0 1 0 0 0 0 CTCSGTGATGQLYF

2491 2 2-7 1 0 1 0 1 0 0 0 0 CTCSARDKSYEQYF

2492 2 2-2 1 0 1 0 1 0 0 0 0 CTCSSRENTGQLYF

2493 2 2-3 1 0 1 0 1 0 0 0 0 CTCSGGDSSYEQYF

2504 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAELNTGQLYF

2571 2 2-4 1 0 1 0 0 0 1 0 0 CTCSAGSSQNTLYF

2572 2 2-5 1 0 1 0 0 0 1 0 0 CTCSANRDQDTQYF

2575 2 1-4 1 0 1 0 0 0 1 0 0 CTCSAGTGQDTLFF

2578 2 2-5 1 0 1 0 0 0 1 0 0 CTCSAKRDQDTQYF

2644 2 2-5 1 0 1 0 1 0 0 0 0 CTCSEGQGWDTQYF

2646 2 2-5 1 0 1 0 1 0 0 0 0 CTCSSRQGKDTQYF

2649 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAVGGQDTQYF

2656 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAGGGGDTQYF

2664 2 2-5 1 0 1 0 1 0 0 0 0 CTCSKQGNQDTQYF

2666 2 2-7 1 0 1 0 1 0 0 0 0 CTCKPGLGGREQYF

2671 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAGTTNERLFF

2675 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAFSGQNTLYF

2707 2 2-2 1 0 1 0 0 0 0 0 1 CTCSADRGSGQLYF

2736 2 2-2 1 0 1 0 1 0 0 0 0 CTSDWGANTGQLYF

2741 2 2-3 1 0 1 0 1 0 0 0 0 CTCSARSSAETLYF

2745 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAGARGDTQYF

2746 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAGTGGREQYF

2748 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAGGGEDTQYF

2754 2 2-7 1 0 1 0 1 0 0 0 0 CTCSGNRVAYEQYF

2760 2 2-4 1 0 1 0 1 0 0 0 0 CTCSARQGQNTLYF

2761 2 2-7 1 0 1 0 1 0 0 0 0 CTCSGGQGVDEQYF

2762 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAQGAGYEQYF

2763 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAPTGEYEQCF

2764 2 2-5 1 0 1 0 1 0 0 0 0 CTCSARLGGDTQYF

2766 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADRGGYEQYF

2773 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAMDWGYEQYF

2775 2 2-7 1 0 1 0 1 0 0 0 0 CTCSEGQGIYEQYF

2776 2 2-1 1 0 1 0 1 0 0 0 0 CTCSGDINYAEQFF

2778 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAVGFQDTQYF

2788 2 1-1 1 0 1 0 0 0 1 0 0 CACSADNSNTEVFF

2790 2 2-5 1 0 1 0 0 0 1 0 0 CTCSAGLGADTQYF

2792 2 2-5 1 0 1 0 0 0 1 0 0 CTCSADRDKDTQYF

2825 2 2-4 1 0 1 0 0 0 0 0 1 CTCSGGVSQNTLYF

2828 2 2-7 1 0 1 0 0 0 0 0 1 CTCSGTGGAFEQYF

2832 2 2-5 1 0 1 0 0 0 0 0 1 CTCSAGGGKNTQYF

2834 2 2-7 1 0 1 0 0 0 0 0 1 CTCSARQGSYEQYF

2837 2 2-5 1 0 1 0 0 0 0 0 1 CTCSAEQGQDTQYF

2838 2 2-2 1 0 1 0 0 0 0 0 1 CTCSAERDTGQLYF

2839 2 2-4 1 0 1 0 0 0 0 0 1 CTCRADWGENTLYF

2927 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAGTKQDTQYF

2929 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAQGRAETLYF

2931 2 1-4 1 0 1 0 1 0 0 0 0 CTCSADPGLERLFF

2933 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAAGGQDTQYF

2934 2 2-5 1 0 1 0 1 0 0 0 0 CTCSADHSQDTQYF

2935 2 1-4 1 0 1 0 1 0 0 0 0 CTCSARISNERLFF

2939 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAGQIQDTQYF

2940 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAKENTGQLYF

2941 2 1-4 1 0 1 0 1 0 0 0 0 CTCSGQISNERLFF

2944 2 1-2 1 0 1 0 1 0 0 0 0 CTCSGTGSNSDYTF

2949 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAVDSQDTQYF

2957 2 2-5 1 0 1 0 1 0 0 0 0 CTCSALGGQDTQYF

2958 2 1-4 1 0 1 0 1 0 0 0 0 CTCSPGQGAERLFF

2959 2 2-5 1 0 1 0 1 0 0 0 0 CTCSPGLGKDTQYF

2961 2 1-4 1 0 1 0 1 0 0 0 0 CTCSARTVNERLFF

2962 2 2-7 1 0 1 0 1 0 0 0 0 CTRSADPGRGEQYF

2964 2 2-3 1 0 1 0 1 0 0 0 0 CTCSGGTSAETLYF

2965 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAVGTEDTQYF

2999 2 2-7 1 0 1 0 0 0 1 0 0 CTCSAWNRGQEQYF



Table S7

3002 2 2-5 1 0 1 0 0 0 1 0 0 CTCSVTGGEDTQYF

3004 2 2-2 1 0 1 0 0 0 1 0 0 CTCSADWDTGQLYF

3016 2 2-1 1 0 1 0 0 0 1 0 0 CASSEPGGAAEQFF

3093 2 2-4 1 0 1 0 0 0 0 0 1 CTCSAFRGQNTLYF

3096 2 2-4 1 0 1 0 0 0 0 0 1 CTCSGDSSQNTLYF

3098 2 2-2 1 0 1 0 0 0 0 0 1 CTCSAQGITGQLYF

3099 2 2-3 1 0 1 0 0 0 0 0 1 CTCSGGDRAETLYF

3118 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAAGAENTLYF

3120 2 1-2 1 0 1 0 1 0 0 0 0 CTCSARQANSDYTF

3129 2 2-7 1 0 1 0 1 0 0 0 0 CTCSSGTGGTEQYF

3133 2 2-5 1 0 1 0 1 0 0 0 0 CTCSARDFQDTQYF

3137 2 2-5 1 0 1 0 1 0 0 0 0 CTCSADRQQDTQYF

3138 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAHPSAETLYF

3142 2 2-3 1 0 1 0 1 0 0 0 0 CTCSGTASAETLYF

3143 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAGIFTGQLYF

3146 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADVGGYEQYF

3148 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAAQGYEGLFF

3149 2 2-3 1 0 1 0 1 0 0 0 0 CTCSADTGAETLYF

3152 2 2-5 1 0 1 0 1 0 0 0 0 CTCSADSGGATQYF

3153 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAEGTGGTQYF

3154 2 2-7 1 0 1 0 1 0 0 0 0 CTRTADPGRGEQYF

3155 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAEDNTGQLYF

3163 2 2-2 1 0 1 0 1 0 0 0 0 CTCSADDRTGQLYF

3168 2 2-1 1 0 1 0 1 0 0 0 0 CTCSGWGQGAEQFF

3172 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAGTGGREQYL

3174 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADQLENTLYF

3180 2 2-4 1 0 1 0 1 0 0 0 0 CTCSGQGRQNTLYF

3186 2 2-5 1 0 1 0 1 0 0 0 0 CTGDGERGQDTQYF

3187 2 1-1 1 0 1 0 1 0 0 0 0 CTCTPGQSNTEVFF

3188 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAGGATGQLNF

3195 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAHHSAETLYF

3199 2 2-5 1 0 1 0 1 0 0 0 0 CTCSEGQGRDTQYF

3200 2 2-5 1 0 1 0 1 0 0 0 0 CTCSGRDNQDTQYF

3231 2 1-5 1 0 1 0 0 0 1 0 0 CTCSADRNNQAPLF

3232 2 2-5 1 0 1 0 0 0 1 0 0 CTCSAVGQQDTQYF

3251 2 1-6 1 0 1 0 1 0 0 0 0 CTCSAPGRNSPLYF

3255 2 2-5 1 0 1 0 1 0 0 0 0 CTCSEQGRQDTQYF

3260 2 1-4 1 0 1 0 1 0 0 0 0 CTCSPGQGYERLFF

3262 2 2-7 1 0 1 0 1 0 0 0 0 CTCSGDRSSYEQYF

3274 2 1-2 1 0 1 0 1 0 0 0 0 CTCSASQGYSDYTF

3276 2 2-1 1 0 1 0 1 0 0 0 0 CTCSAEAGGAEQFF

3277 2 2-5 1 0 1 0 1 0 0 0 0 CTCSALGGEDTQYF

3279 2 1-4 1 0 1 0 1 0 0 0 0 CTCSRTVSNERLFF

3282 2 2-7 1 0 1 0 1 0 0 0 0 CTCAPGQGAFEQYF

3283 2 2-5 1 0 1 0 1 0 0 0 0 CTCSRQGIQDTQYF

3284 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAIGNTGQLYF

3286 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAEQGAGQLYF

814 2 2-3 5 5 0 0 0 5 0 0 0 CTCSAVGGSAETLYF

829 2 2-2 5 5 0 0 0 0 0 5 0 CTCKPGQSNTGQLYF

851 2 2-7 4 4 0 4 0 0 0 0 0 CTCSGTGTGEREQYF

976 2 2-4 3 3 0 2 0 0 0 1 0 CTCSAARRSQNTLYF 1-3
1126 2 2-3 3 3 0 3 0 0 0 0 0 CTCSAVGDSAETLYF

1129 2 2-5 3 3 0 3 0 0 0 0 0 CTCSSGGVSQDTQYF

1192 2 1-4 3 3 0 3 0 0 0 0 0 CTCSADRISNERLFF YES
1204 2 2-2 3 3 0 0 0 3 0 0 0 CTCSAGGRDTGQLYF

1225 2 2-2 3 3 0 0 0 0 0 3 0 CTCSADASNTGQLYF YES
1259 2 2-2 2 2 0 2 0 0 0 0 0 CACSADTGGTGQLYF

1329 2 2-4 2 2 0 1 0 1 0 0 0 CTCSAIGASQNTLYF

1335 2 1-4 2 2 0 2 0 0 0 0 0 CTCSGDRVANERLFF

1377 2 1-4 2 2 0 0 0 2 0 0 0 CTCSAGDRGNERLFF

1437 2 2-4 2 2 0 0 0 0 0 2 0 CTCSAAWGGADTLYF

1511 2 2-7 2 2 0 0 0 0 0 2 0 CTCSADDRGSYEQYF

1543 2 2-2 2 2 0 2 0 0 0 0 0 CTCRTDPSNTGQLYF

1545 2 2-3 2 2 0 2 0 0 0 0 0 CTCSADRGREETLYF

1561 2 2-4 2 2 0 2 0 0 0 0 0 CTCSAPGLHQNTLYF

1601 2 2-2 2 2 0 2 0 0 0 0 0 CTCSADRVNTGQLYF

1631 2 2-2 2 2 0 0 0 2 0 0 0 CTCSAGQRDTGQLYF

1633 2 2-7 2 2 0 0 0 2 0 0 0 CTCSAPGHGSYEQYF

1687 2 2-7 2 2 0 0 0 2 0 0 0 CTCSADVGGVYEQYF

1723 2 2-4 2 2 0 2 0 0 0 0 0 CTCSGRDSSQNTLYF

1789 2 2-7 2 2 0 0 0 0 0 2 0 CTCSATGLGYYEQYF

1881 2 1-4 1 1 0 1 0 0 0 0 0 CTCSPTGISNERLFF
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1882 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAGDTSAETLYF

1883 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAETGVQDTQYF

1885 2 2-2 1 1 0 1 0 0 0 0 0 CTCSEGQGNTGQLYF

1887 2 1-4 1 1 0 1 0 0 0 0 0 CTCSAGGRDNERLFF

1888 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAEGTGGGEQYF

1891 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAWGTNTGQLYF

1893 2 2-2 1 1 0 1 0 0 0 0 0 CTTSTTSKNTGQLYF

1895 2 2-2 1 1 0 1 0 0 0 0 0 CTCSSPGPNTGQLYF

1899 2 1-4 1 1 0 1 0 0 0 0 0 CTCSADQGGNERLFF

1901 2 1-2 1 1 0 1 0 0 0 0 0 CTCSAGTGTNSDYTF

1903 2 2-3 1 1 0 1 0 0 0 0 0 CTCSARTGSAETLYF

1904 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADPGGTGQLYF

1909 2 2-3 1 1 0 1 0 0 0 0 0 CTCRLGGLSAETLYF

1965 2 1-3 1 1 0 1 0 0 0 0 0 CTCSAGDNSGNTLYF

1970 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAETGGAGEQYF

1975 2 2-4 1 1 0 1 0 0 0 0 0 CTCSVTGFSQNTLYF

1978 2 2-2 1 1 0 1 0 0 0 0 0 CTCSSSNANTGQLYF

1981 2 1-1 1 1 0 1 0 0 0 0 0 CTCSADLPGNTEVFF

1982 2 2-7 1 1 0 1 0 0 0 0 0 CTCSGTGGSSYEQYF

1983 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADQTNTGQLYF

1988 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAPGANTGQLYF

1989 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAGTGNTGQLYF

1992 2 2-2 1 1 0 1 0 0 0 0 0 CTCTAGTGNTGQLYF

2223 2 2-3 1 1 0 0 0 0 0 1 0 CTCSAGTTSAETLYF

2225 2 1-4 1 1 0 0 0 0 0 1 0 CTCSAQGALDERLFF

2226 2 2-4 1 1 0 0 0 0 0 1 0 CTCSAERTGKDTLCF

2227 2 2-2 1 1 0 0 0 0 0 1 0 CTCSEDRNTGQLYFG

2228 2 2-3 1 1 0 0 0 0 0 1 0 CTCSAQGTSAETLYF

2230 2 2-2 1 1 0 0 0 0 0 1 0 CTCSAGTANTGQLYF

2235 2 1-4 1 1 0 0 0 0 0 1 0 CTCSADRGGGERLFF

2236 2 2-3 1 1 0 0 0 0 0 1 0 CTCSADQGNAETLYF

2242 2 2-3 1 1 0 0 0 0 0 1 0 CTCSAEGVGAETLYF

2333 2 2-5 1 1 0 0 0 0 0 1 0 CTCSELGGYQDTQYF

2338 2 1-4 1 1 0 0 0 0 0 1 0 CTCSAAQLSNERLFF

2346 2 2-4 1 1 0 0 0 0 0 1 0 CTCSADWGSQNTLYF

2397 2 2-3 1 1 0 1 0 0 0 0 0 CTCSADRSSAETLYF

2401 2 1-4 1 1 0 1 0 0 0 0 0 CTCSADTGANERLFF

2403 2 2-2 1 1 0 1 0 0 0 0 0 CTCSVRDRDTGQLYF

2405 2 2-7 1 1 0 1 0 0 0 0 0 CTCSPRLGSSYEQYF

2408 2 2-2 1 1 0 1 0 0 0 0 0 CTCSPGTTNTGQLYF

2410 2 2-7 1 1 0 1 0 0 0 0 0 CTCSADHWGGYEQYF

2412 2 2-3 1 1 0 1 0 0 0 0 0 CTCSEGGARAETLYF

2413 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAGGQGTETLYF

2418 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAAGEGTGQLYF

2425 2 2-4 1 1 0 1 0 0 0 0 0 CTCRGTGGSQNTLYF

2426 2 2-7 1 1 0 1 0 0 0 0 0 CTCSARGGGADEQYF

2427 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAPGGGAYEQYF

2430 2 2-5 1 1 0 1 0 0 0 0 0 CTCSADKGQGDTQYF

2433 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAGTASAETLYF

2436 2 2-7 1 1 0 1 0 0 0 0 0 CTCSADWGGLDEQYF

2586 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAPSGGPYEQYF

2588 2 2-2 1 1 0 1 0 0 0 0 0 CTCSGLGGGTGQLYF

2590 2 1-4 1 1 0 1 0 0 0 0 0 CTCSALGISNERLFF

2592 2 2-5 1 1 0 1 0 0 0 0 0 CTCSALDRGLGTQYF

2594 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAERGSQNTLYF

2598 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADRGHTGQLYF

2599 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAGQTSAETLYF

2600 2 2-1 1 1 0 1 0 0 0 0 0 CTCSAPTLYYAEQFF

2602 2 2-3 1 1 0 1 0 0 0 0 0 CTCSADVWGAETLYF

2603 2 2-4 1 1 0 1 0 0 0 0 0 CTCSARRQSQNTLYF

2604 2 2-4 1 1 0 1 0 0 0 0 0 CICSADRDSQNTLYF

2606 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAVDTSQSTLYF

2610 2 1-4 1 1 0 1 0 0 0 0 0 CTCSAAQGSNERLFF

2613 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADPTNTGQLYF

2614 2 2-5 1 1 0 1 0 0 0 0 0 CTSSDRGVNQDTQYF

2617 2 2-2 1 1 0 1 0 0 0 0 0 CTCSLRQGGTGQLYF

2618 2 1-4 1 1 0 1 0 0 0 0 0 CTCSSLQTPNERLFF

2621 2 2-2 1 1 0 1 0 0 0 0 0 CTCSGGQANTGQLYF

2623 2 1-2 1 1 0 1 0 0 0 0 0 CTCSADHSPNSDYTF

2626 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAQGARTGQLYF

2632 2 2-3 1 1 0 1 0 0 0 0 0 CTCSATGLSAETLYF

2635 2 2-5 1 1 0 1 0 0 0 0 0 CTCSANWGGQDTQYF
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2641 2 2-4 1 1 0 1 0 0 0 0 0 CTCSADLGTGNTLYF

2684 2 2-7 1 1 0 0 0 1 0 0 0 CTCSSPGQGAYEQYF

2689 2 2-4 1 1 0 0 0 1 0 0 0 CTCSAVRSSQNTLYF

2693 2 2-5 1 1 0 0 0 0 0 1 0 CTCSGAGGLQDTQYF

2698 2 2-3 1 1 0 0 0 0 0 1 0 CTCSAHWGGAETLYF

2717 2 2-5 1 1 0 1 0 0 0 0 0 CTCSADSTAQDTQYF

2719 2 2-5 1 1 0 1 0 0 0 0 0 TTCSAWGSTQDTQYF

2721 2 1-4 1 1 0 1 0 0 0 0 0 CTCSDRILSNERLFF

2725 2 2-7 1 1 0 1 0 0 0 0 0 CTCSAVGTGGYEQYF

2727 2 2-4 1 1 0 1 0 0 0 0 0 CTCSADRDRGYTLYF

2730 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADGGPTGQLYF

2800 2 1-4 1 1 0 0 0 0 0 1 0 CTCSAEDISNERLFF

2803 2 2-4 1 1 0 0 0 0 0 1 0 CTAPAVERRQNTLYF

2806 2 2-5 1 1 0 0 0 0 0 1 0 CTCSAVGGAQDTQYF

2808 2 1-4 1 1 0 0 0 0 0 1 0 CTCSDPRDRGERLFF

2809 2 2-7 1 1 0 0 0 0 0 1 0 CTCSADLGGRDEQYF

2813 2 2-5 1 1 0 0 0 0 0 1 0 CTCSAVRQGTDTQYF

2815 2 2-7 1 1 0 0 0 0 0 1 0 CTRSADLGGRDEQYF

2816 2 2-5 1 1 0 0 0 0 0 1 0 CTCTASDRGGDTQYF

2819 2 2-5 1 1 0 0 0 0 0 1 0 CACSADFSNQDTQYF

2821 2 2-4 1 1 0 0 0 0 0 1 0 RTCSADLASQNTLYF

2822 2 2-2 1 1 0 0 0 0 0 1 0 CTCSADGGHAGQLYF

2823 2 1-4 1 1 0 0 0 0 0 1 0 CTCSSRDRGDERLFF

2846 2 2-3 1 1 0 0 0 1 0 0 0 CTCSPGGSTAETLYF

2847 2 2-5 1 1 0 0 0 1 0 0 0 CTCSVQWGTKDTQYF

2850 2 2-3 1 1 0 0 0 1 0 0 0 CTCSAVGGGTETLYF

2853 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAGTGSAETLYF

2863 2 1-4 1 1 0 1 0 0 0 0 0 CTCSEGHFSNERLFF

2871 2 2-4 1 1 0 1 0 0 0 0 0 CTCSADRVSQNTLYF

2872 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAGGGSQNTLYF

2873 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAGQGNTGQLYF

2884 2 2-3 1 1 0 1 0 0 0 0 0 CTCSADKGWAETLYF

2888 2 1-6 1 1 0 1 0 0 0 0 0 CTRSASTGEGSPLYF

2889 2 2-5 1 1 0 1 0 0 0 0 0 CTCSAAGFNQDTQYF

2890 2 2-3 1 1 0 1 0 0 0 0 0 CTCSARLGGPETLYF

2899 2 2-5 1 1 0 1 0 0 0 0 0 CASSGTGGSQDTQYF

3054 2 1-4 1 1 0 0 0 0 0 1 0 CTCSDPLDRGERLFF

3058 2 2-3 1 1 0 0 0 0 0 1 0 CTCTTGTGFAETLYF

3059 2 2-2 1 1 0 0 0 0 0 1 0 CTCSADTANTGQLYF

3060 2 2-4 1 1 0 0 0 0 0 1 0 CTCSAGGSSKNTLYF

3066 2 2-2 1 1 0 0 0 0 0 1 0 CTCSAEGANTGQLYF

3068 2 2-5 1 1 0 0 0 0 0 1 0 CTCSVHWETKDTQYF

3207 2 2-4 1 1 0 0 0 0 0 1 0 CTCSAVGTGQNTLYF

3209 2 2-4 1 1 0 0 0 0 0 1 0 CTCSAPGRGQNTQYF

3213 2 2-7 1 1 0 0 0 0 0 1 0 CTCSADLGGFYEQYF

3222 2 2-7 1 1 0 0 0 0 0 1 0 CTCSAKTGGPYEQYF

3223 2 2-3 1 1 0 0 0 0 0 1 0 CTCSAAGTLAETLYF

3225 2 1-4 1 1 0 0 0 0 0 1 0 CTCSAAGTINERLFF

3227 2 2-5 1 1 0 0 0 0 0 1 0 CTCSERLGHQDTQYF

3235 2 2-3 1 1 0 0 0 0 0 1 0 CTCSAGRGSAETLYF

3236 2 2-7 1 1 0 0 0 0 0 1 0 CTCSGGRGGSGEQYF

3239 2 2-4 1 1 0 0 0 0 0 1 0 CTCSADLASQNTLYF

3245 2 1-4 1 1 0 0 0 0 0 1 0 CTCSAGQGASERLFF

3249 2 2-5 1 1 0 0 0 0 0 1 0 CTCSADLWNQDTQYF

172 2 2-4 27 13 14 1 0 12 14 0 0 CTCSAGGSSQNTLYF 1-2
244 2 2-2 20 16 4 0 1 14 1 2 2 CTCSAGQGDTGQLYF 1-2-3 YES
280 2 2-3 15 11 4 0 2 10 2 1 0 CTCSAGGGAAETLYF 1-2-3
349 2 2-3 12 7 5 0 0 3 2 4 3 CTCSADPSSAETLYF 2-3 YES
402 2 2-5 10 4 6 0 0 2 6 2 0 CTCSAEGWGGDTQYF 2-3 YES
421 2 2-4 9 2 7 0 2 1 4 1 1 CTCSAPGRGQNTLYF 1-2-3 YES
503 2 1-2 8 6 2 0 0 3 0 3 2 CTCSALDRANSDYTF 2-3 YES
532 2 2-5 7 3 4 0 1 2 3 1 0 CTCSAQQGGQDTQYF 1-2-3 YES
511 2 2-3 7 3 4 0 2 2 0 1 2 CTCSPRGTSAETLYF 1-2-3
553 2 2-5 7 5 2 0 2 5 0 0 0 CTCSVHWGTKDTQYF 1-2 YES
599 2 2-7 6 1 5 0 3 0 1 1 1 CTCSAWGESRYEQYF 1-2-3
629 2 2-7 6 3 3 0 0 0 0 3 3 CTCSAEGRSSYEQYF

623 2 2-5 6 3 3 0 0 0 0 3 3 CTCSADGGALDTQYF

789 2 2-3 5 2 3 0 0 0 0 2 3 CTCSADWGGAETLYF YES
694 2 2-2 5 2 3 2 3 0 0 0 0 CTCSATGGNTGQLYF YES
699 2 2-2 5 3 2 0 2 3 0 0 0 CTCSAEGGATGQLYF 1-2
669 2 2-4 5 3 2 2 1 1 1 0 0 CTCSADLGSQNTLYF 1-2 YES
834 2 2-3 5 4 1 0 0 0 0 4 1 CTCSAHRESAETLYF
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895 2 2-2 4 3 1 0 1 3 0 0 0 CTCSARDKNTGQLYF 1-2
1198 2 2-2 3 1 2 0 2 1 0 0 0 CTCSADTTNTGQLYF

1135 2 2-3 3 1 2 1 2 0 0 0 0 CTCSAEGRVAETLYF

1120 2 1-4 3 1 2 0 0 0 0 1 2 CTCSAETISNERLFF

1075 2 2-7 3 1 2 0 0 0 0 1 2 CTCSAAGQGSYEQYF

1066 2 1-4 3 1 2 0 0 0 0 1 2 CTCSAGTGANERLFF

1180 2 2-7 3 2 1 0 1 1 0 1 0 CTCSAPGHSSYEQYF 1-2-3
1799 2 2-5 2 1 1 0 0 0 0 1 1 CTCSADFSNQDTQYF

1709 2 2-2 2 1 1 0 0 0 0 1 1 CTCSAQGGYTGQLYF

1693 2 2-5 2 1 1 0 0 0 1 1 0 CTCSGTGGLQDTQYF 2-3
1603 2 2-2 2 1 1 1 1 0 0 0 0 CTCSAGTGDTGQLYF YES
1517 2 1-4 2 1 1 0 0 0 0 1 1 CTCSAEQISNERLFF

1465 2 2-5 2 1 1 0 0 0 0 1 1 CTCSADRQGGDTQYF

1455 2 1-2 2 1 1 0 0 1 0 0 1 CTCSADWTANSDYTF 2-3
1333 2 2-7 2 1 1 1 0 0 1 0 0 CTCSADQTGLYEQYF

1263 2 1-4 2 1 1 1 0 0 1 0 0 CTCSGTGGSNERLFF YES
1261 2 2-7 2 1 1 1 1 0 0 0 0 CTCSAGTGVSYEQYF

479 2 2-7 8 0 8 0 0 0 8 0 0 CTCSGGLGGRGEQYF YES
525 2 2-5 7 0 7 0 7 0 0 0 0 CTCSGGLGGRDTQYF

674 2 2-2 5 0 5 0 1 0 2 0 2 CTCSVDWGGTGQLYF 1-2-3
935 2 2-7 4 0 4 0 0 0 0 0 4 CTCSADSGSSYEQYF YES
963 2 2-2 4 0 4 0 0 0 4 0 0 CTCSADWGITGQLYF

1009 2 2-3 3 0 3 0 3 0 0 0 0 CTCSGTGTSAETLYF

1015 2 2-4 3 0 3 0 3 0 0 0 0 CTCSSTGTSQNTLYF

1093 2 2-4 3 0 3 0 0 0 0 0 3 CTCSAERTGKDTLYF

1138 2 2-4 3 0 3 0 3 0 0 0 0 CTCSGTGGVQNTLYF

1153 2 2-7 3 0 3 0 0 0 3 0 0 CTCSADPGGRYEQYF

1171 2 2-4 3 0 3 0 3 0 0 0 0 CTCSGTGRSQNTLYF

1177 2 2-2 3 0 3 0 3 0 0 0 0 CTCSADWGATGQLYF

1186 2 2-7 3 0 3 0 0 0 0 0 3 CTCSGTGGTTYEQYF

1234 2 2-4 3 0 3 0 3 0 0 0 0 CTCSADDISQNTLYF

1287 2 2-5 2 0 2 0 2 0 0 0 0 CTCSADGREQDTQYF

1293 2 2-4 2 0 2 0 2 0 0 0 0 CTCSAKGQGGNTLYF

1347 2 2-2 2 0 2 0 2 0 0 0 0 CTCSEDWGNTGQLYF

1349 2 2-7 2 0 2 0 2 0 0 0 0 CTCSADRQSSYEQYF

1359 2 2-4 2 0 2 0 2 0 0 0 0 CTCSASGGGQNTLYF

1385 2 2-2 2 0 2 0 0 0 2 0 0 CTCSAGTGVTGQLYF

1391 2 2-4 2 0 2 0 0 0 2 0 0 CTCSAPGLSQNTLYF

1393 2 1-4 2 0 2 0 0 0 2 0 0 CTCSADGSANERLFF

1579 2 2-4 2 0 2 0 1 0 1 0 0 CTCSAEQGSQNTLYF

1585 2 2-4 2 0 2 0 2 0 0 0 0 CTCSETGGAGNTLYF

1609 2 2-2 2 0 2 0 2 0 0 0 0 CTCSLTGANTGQLYF

1613 2 1-4 2 0 2 0 2 0 0 0 0 CTCSAGTDLYERLFF

1619 2 2-4 2 0 2 0 2 0 0 0 0 CTCSADWGGQNTLYF

1627 2 2-3 2 0 2 0 2 0 0 0 0 CTCSAGDISAETLYF

1663 2 2-5 2 0 2 0 2 0 0 0 0 CTCSAKGIGQDTQYF

1665 2 2-2 2 0 2 0 2 0 0 0 0 CTCSTWGAPTGQLYF

1669 2 2-4 2 0 2 0 2 0 0 0 0 CTCSAPTGVQNTLYF

1681 2 2-7 2 0 2 0 2 0 0 0 0 CTCSAERGSSYEQYF

1697 2 2-4 2 0 2 0 0 0 2 0 0 CTCSAGQGNQNTLYF

1699 2 2-7 2 0 2 0 0 0 1 0 1 CTCSANWGGAYEQYF 2-3
1739 2 2-5 2 0 2 0 2 0 0 0 0 CTCSADPFNQDTQYF

1747 2 2-2 2 0 2 0 2 0 0 0 0 CTCSAGTGATGQLYF

1757 2 2-5 2 0 2 0 2 0 0 0 0 CTCSAPGQFQDTQYF

1821 2 2-2 2 0 2 0 2 0 0 0 0 CTCSVRDRGTGQLYF YES
1926 2 1-5 1 0 1 0 1 0 0 0 0 CTCSGPGVGNQAPLF

1936 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAGTISNERLFF

1944 2 2-2 1 0 1 0 1 0 0 0 0 CTCSADDSNTGQLYF

2002 2 2-5 1 0 1 0 1 0 0 0 0 CTCSVRLGGADTQYF

2008 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAGTAGTGQLYF

2010 2 2-5 1 0 1 0 1 0 0 0 0 CACSAEGTGQDTQYF

2012 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADRDWGNEQYL

2014 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAEPISNERLFF

2017 2 2-7 1 0 1 0 1 0 0 0 0 TCTGRADGGASEQYF

2018 2 2-2 1 0 1 0 1 0 0 0 0 CTCSGQGGYTGQLYF

2019 2 2-2 1 0 1 0 1 0 0 0 0 CTCSGTGANTGQLYF

2023 2 2-2 1 0 1 0 1 0 0 0 0 CTCSADPRATGQLYF

2025 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAPGGRAETLYF

2123 2 2-5 1 0 1 0 0 0 1 0 0 CTCSELGGFQDTQYF

2129 2 2-5 1 0 1 0 0 0 1 0 0 CTCSAVGGPQDTQYL

2130 2 2-4 1 0 1 0 0 0 1 0 0 CTCSAPLGSQNTLYF

2132 2 2-2 1 0 1 0 0 0 1 0 0 CTCSADAGRAGQLYF
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2140 2 1-2 1 0 1 0 0 0 1 0 0 CTCSAGQGLNSDYTF

2244 2 2-2 1 0 1 0 0 0 0 0 1 CTCSADSGDTGQLYF

2249 2 2-7 1 0 1 0 0 0 0 0 1 CTCSAWGGSRYEQYF

2250 2 2-3 1 0 1 0 0 0 0 0 1 CTCSAGTGGSETLYF

2255 2 2-5 1 0 1 0 0 0 0 0 1 CTCSAQGQGLDTQYF

2262 2 2-5 1 0 1 0 0 0 0 0 1 CTCSAWGINQDTQYF

2263 2 1-4 1 0 1 0 0 0 0 0 1 CTCSADLISNERLFF

2357 2 1-2 1 0 1 0 0 0 0 0 1 CTCSALDRGNSDYTF

2368 2 2-2 1 0 1 0 0 0 0 0 1 CTCSADGSNTGQLYF

2370 2 1-2 1 0 1 0 0 0 0 0 1 CTCSAGWTANSDYTF

2371 2 2-7 1 0 1 0 0 0 0 0 1 CTCSADLTGGYEQYF

2464 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAPGHSSDEQYF

2466 2 2-2 1 0 1 0 1 0 0 0 0 CTCSADLVNTGQLYF

2472 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAPSGLEITLYF

2475 2 2-3 1 0 1 0 1 0 0 0 0 CTCRRTGSSAETLYF

2484 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAGTGVQDTQYF

2485 2 2-3 1 0 1 0 1 0 0 0 0 CTCSATGASAETLYF

2489 2 2-3 1 0 1 0 1 0 0 0 0 CTCSASGGSAETLYF

2494 2 2-3 1 0 1 0 1 0 0 0 0 CTCSGDREGAETLYF

2495 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADWGGSWEQYF

2497 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAANWGQDTQYF

2499 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADRDRGYEQYF

2508 2 2-7 1 0 1 0 1 0 0 0 0 RTCSGTRDRDWEQYF

2570 2 2-3 1 0 1 0 0 0 1 0 0 CTCSAWGGSAETLYF

2574 2 1-6 1 0 1 0 0 0 1 0 0 CTCSAPNSYNSPLYF

2652 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAVGGGRETLYF

2655 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAGRGGAREQYF

2657 2 1-3 1 0 1 0 1 0 0 0 0 CTCSALQGSGNTLYF

2659 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAPLAPQDTQYF

2661 2 2-2 1 0 1 0 1 0 0 0 0 CTCSGGQGNTGQLYF

2662 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADAWGENTLYF

2667 2 2-5 1 0 1 0 1 0 0 0 0 CTCSADEGYQDTQYF

2668 2 2-4 1 0 1 0 1 0 0 0 0 CTCSALGGSQNTLYF

2676 2 2-4 1 0 1 0 1 0 0 0 0 CTCSGNGGSENTLYF

2677 2 2-2 1 0 1 0 1 0 0 0 0 CTCSALQGYTGQLYF

2681 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAPGQGSETLYF

2683 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAEGTGQDTQYF

2705 2 2-2 1 0 1 0 0 0 0 0 1 CTCSADPGNTGQLYF

2709 2 2-4 1 0 1 0 0 0 0 0 1 CTCSADWFSQNTLYL

2710 2 2-3 1 0 1 0 0 0 0 0 1 CTCSAAQTSAETLYF

2738 2 2-4 1 0 1 0 1 0 0 0 0 CTCSASWGGKNTLYF

2739 2 2-2 1 0 1 0 1 0 0 0 0 CTCSGTGGNTGQLYF

2750 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAHWGNTGQLYF

2753 2 2-3 1 0 1 0 1 0 0 0 0 CTCSDNWGSAETLYF

2755 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAAGGAGGTLYF

2756 2 2-3 1 0 1 0 1 0 0 0 0 CTCSQGDISAETLYF

2758 2 1-3 1 0 1 0 1 0 0 0 0 CTCSAESGGGNTLYF

2767 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAAKRGQDTQYF

2771 2 2-5 1 0 1 0 1 0 0 0 0 CTCTSEAGTQDTQYF

2772 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAHLGRQNTLYF

2777 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAPGGNTGQLYF

2779 2 1-4 1 0 1 0 1 0 0 0 0 CTCSADRTSNERLFF

2787 2 2-4 1 0 1 0 0 0 1 0 0 CTCSAPGQGQNTLYF

2791 2 1-1 1 0 1 0 0 0 1 0 0 CTCSADSRGNTEVFF

2793 2 2-3 1 0 1 0 0 0 1 0 0 CTCSADPGSAETLYF

2794 2 2-7 1 0 1 0 0 0 1 0 0 CTCSADHGGRDTQYF

2796 2 2-2 1 0 1 0 0 0 1 0 0 CTCSSRNANTGQLYF

2798 2 2-2 1 0 1 0 0 0 1 0 0 CTCSAGTGVTGLLYF

2799 2 2-3 1 0 1 0 0 0 1 0 0 CTCHADRGGGNTQYF

2826 2 2-3 1 0 1 0 0 0 0 0 1 CTCSAGGPSAETLYF

2827 2 1-2 1 0 1 0 0 0 0 0 1 RTCSADQGANSDYTF

2830 2 1-4 1 0 1 0 0 0 0 0 1 CTCSADGIRNERLFF

2835 2 2-4 1 0 1 0 0 0 0 0 1 CTCSADGSSQNTLYF

2836 2 2-5 1 0 1 0 0 0 0 0 1 CTCSADPFNQDTQHF

2924 2 2-3 1 0 1 0 1 0 0 0 0 CTCSGPGPGAETLYF

2942 2 2-2 1 0 1 0 1 0 0 0 0 CTCSGDRGGTGQLYF

2947 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADWGQGAPLYF

2951 2 2-2 1 0 1 0 1 0 0 0 0 CTCSRDWGNTGQLYF

2955 2 2-2 1 0 1 0 1 0 0 0 0 CTCSVDGGGTGPLYF

2960 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADPGGENTLYF

2992 2 2-3 1 0 1 0 0 0 1 0 0 CTCSADWGSAETLYF

2993 2 2-4 1 0 1 0 0 0 1 0 0 CTCSADRGDQNTLYF
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2997 2 1-4 1 0 1 0 0 0 1 0 0 CTCTAWTGDNERLFF

3001 2 2-1 1 0 1 0 0 0 1 0 0 CTCSATGGNYAEQFF

3003 2 2-5 1 0 1 0 0 0 1 0 0 CTCSAWGANQDTQYF

3005 2 2-7 1 0 1 0 0 0 1 0 0 CTCSADMGGRGEQYF

3006 2 2-2 1 0 1 0 0 0 1 0 0 CTCSANRGSTGQLYF

3087 2 2-4 1 0 1 0 0 0 0 0 1 CTCSADHAGENTLYF

3089 2 2-2 1 0 1 0 0 0 0 0 1 CTCSELGTNTGQLYF

3090 2 2-4 1 0 1 0 0 0 0 0 1 CTCSAVGSSQNTLYF

3092 2 2-3 1 0 1 0 0 0 0 0 1 CTCSAGWGVAETLYF

3126 2 2-7 1 0 1 0 1 0 0 0 0 CTCSGPGHSSYEQYF

3132 2 1-3 1 0 1 0 1 0 0 0 0 CTCSAARGPGNTLYF

3136 2 2-7 1 0 1 0 1 0 0 0 0 CTCSPGTGGLYEQYF

3139 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAERAGGYEQYF

3141 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAGLGGAETLYF

3145 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAATTNTGQLYF

3147 2 2-3 1 0 1 0 1 0 0 0 0 STCSAVRGRAETLYF

3150 2 2-1 1 0 1 0 1 0 0 0 0 CTCSADVGGGAEQFF

3157 2 1-4 1 0 1 0 1 0 0 0 0 CTCTSGEEWRERLFF

3159 2 2-3 1 0 1 0 1 0 0 0 0 CTCSEGQGGAETLYF

3160 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADNWGDYEQYF

3161 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAPGVSSYEQYF

3165 2 2-3 1 0 1 0 1 0 0 0 0 CTCSADGGSAETLYF

3169 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAAGSSAETLYF

3171 2 2-5 1 0 1 0 1 0 0 0 0 CTCRGGRSNQDTQYF

3173 2 2-2 1 0 1 0 1 0 0 0 0 CTCSATGGHTGQLYF

3175 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAMVNTQNTLYF

3177 2 1-4 1 0 1 0 1 0 0 0 0 CTCSVTSLSNERLFF

3182 2 2-4 1 0 1 0 1 0 0 0 0 CTCSADSGSQNTLYF

3183 2 2-2 1 0 1 0 1 0 0 0 0 CTCSNWGGYTGQLYF

3185 2 2-1 1 0 1 0 1 0 0 0 0 CTCSALGLNYAEQFF

3189 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAGTSSAETLYF

3191 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAETNSNERLFF

3192 2 2-3 1 0 1 0 1 0 0 0 0 CTCSARDNSAETLYF

3198 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAGRGGQDTRYF

3201 2 2-2 1 0 1 0 1 0 0 0 0 CTCNAEGGNTGQLYF

3202 2 2-4 1 0 1 0 1 0 0 0 0 CTCSATGASQNTLYF

3253 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAGTTNTGQLYF

3254 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAEGGNTGQLYF

3264 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAAAANTGQLYF

3270 2 2-5 1 0 1 0 1 0 0 0 0 CTCSADMGGQDTQYF

3278 2 1-4 1 0 1 0 1 0 0 0 0 CTCSERGELNERLFF

1159 2 2-2 3 3 0 3 0 0 0 0 0 CTCSAAGGLNTGQLYF

1319 2 2-2 2 2 0 1 0 1 0 0 0 CTCSASGHPNTGQLYF

1325 2 2-2 2 2 0 1 0 1 0 0 0 CTCSALGGTNTGQLYF YES
1341 2 2-2 2 2 0 2 0 0 0 0 0 CTCSALTGTNTGQLYF

1433 2 2-7 2 2 0 0 0 0 0 2 0 CTCSAIPGLEAYEQYF

1549 2 2-2 2 2 0 2 0 0 0 0 0 CTCSAGTGKNTGQLYF

1595 2 1-4 2 2 0 0 0 2 0 0 0 CTCSADAGISNERLFF

1607 2 2-2 2 2 0 2 0 0 0 0 0 CTCSAGGGAGTGQLYF

1655 2 1-4 2 2 0 2 0 0 0 0 0 CTCSARDSISNERLFF

1705 2 2-2 2 2 0 0 0 0 0 2 0 CTCSGTGGANTGQLYF

1725 2 2-4 2 2 0 2 0 0 0 0 0 CTCSGGDWRSQNTLYF

1787 2 1-4 2 2 0 0 0 0 0 2 0 CTCSAKGQGANERLFF

1878 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAGLGTSAETLYF

1880 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAGLGASQNTLYF

1884 2 2-4 1 1 0 1 0 0 0 0 0 CTCSAELGGRQNTLYS

1898 2 1-4 1 1 0 1 0 0 0 0 0 CTCSGDRGRPNERLFF

1905 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADGGQNTGQLYF

1963 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADRGQNTGQLYF

1977 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADYRANTGRLYF

1986 2 2-4 1 1 0 1 0 0 0 0 0 CTCSADWGSSQNTLYF

2106 2 2-2 1 1 0 0 0 1 0 0 0 CTCSHRDWGGAGQLYF

2234 2 2-3 1 1 0 0 0 0 0 1 0 CTCRSTVGGSAETLYF

2237 2 2-3 1 1 0 0 0 0 0 1 0 CTCSAGTGGRAETLYF

2326 2 2-3 1 1 0 0 0 0 0 1 0 CTSSAPRRNSAETLYF

2342 2 1-4 1 1 0 0 0 0 0 1 0 CTCSAGQGKGDERLFF

2344 2 1-4 1 1 0 0 0 0 0 1 0 CTCSAIRTGANERLFF

2399 2 2-4 1 1 0 1 0 0 0 0 0 CTCSGDWGVGQNTLYF

2400 2 1-4 1 1 0 1 0 0 0 0 0 CTCSADFGISNERLFF

2404 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAEGRGGAETLYF

2415 2 2-3 1 1 0 1 0 0 0 0 0 CTCSQAGTGSAETLYF

2438 2 2-4 1 1 0 1 0 0 0 0 0 CTCSADGGGNQNTLYF
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2439 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADGLGYTGQLYF

2566 2 2-2 1 1 0 0 0 1 0 0 0 CTCSADLGVNTGQLYF

2591 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAAGGGSAETLYF

2612 2 2-3 1 1 0 1 0 0 0 0 0 CTCSARLGSSTETLYF

2629 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAAGQGASETLYF

2643 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAERGGRGETLYF

2687 2 1-4 1 1 0 0 0 1 0 0 0 CTCTAEWGGTNERLFF

2692 2 1-4 1 1 0 0 0 0 0 1 0 CTCSAAGTGTNERLFF

2712 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADGASNTGQLYF

2718 2 1-4 1 1 0 1 0 0 0 0 0 CTCRPLEQISNERLFF

2807 2 2-2 1 1 0 0 0 0 0 1 0 CTCSAAGGANTGQLYF

2810 2 2-2 1 1 0 0 0 0 0 1 0 CTCSHREGGGTGQLYF

2858 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAAQGVFTGQLYF

2864 2 1-4 1 1 0 1 0 0 0 0 0 CTCSGDRAFSNERLFF

2869 2 2-2 1 1 0 1 0 0 0 0 0 CTCSAGTGGAPGQLYF

2874 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAEAGSSAETLYF

2875 2 1-2 1 1 0 1 0 0 0 0 0 CTCSADRWGIGSDYTF

3050 2 2-2 1 1 0 0 0 0 0 1 0 CTCSAGPGQVTGQLYF

3069 2 2-2 1 1 0 0 0 0 0 1 0 CTCSARLGRNTGQLYF

3204 2 2-3 1 1 0 0 0 0 0 1 0 CTCSGWRGVSAETLYF

3205 2 2-5 1 1 0 0 0 0 0 1 0 CTCSDHKGEGQDTLYF

3218 2 2-5 1 1 0 0 0 0 0 1 0 CTSSADWGGGQDTQYF

3220 2 2-3 1 1 0 0 0 0 0 1 0 CTCSAPTGKSAETLYF

3221 2 2-5 1 1 0 0 0 0 0 1 0 CTCSVTGGFSQDTQYF

98 2 2-3 39 16 23 2 2 1 12 13 9 CTCSAPTGNSAETLYF 1-2-3
430 2 2-2 9 7 2 0 0 2 0 5 2 CTCSHRDWGGTGQLYF 2-3
724 2 2-3 5 3 2 0 1 3 1 0 0 CTCRSTGGGSAETLYF 1-2
704 2 2-4 5 4 1 0 1 3 0 1 0 CTCSAAGGRSQNTLYF 1-2-3 YES
907 2 2-2 4 1 3 0 0 0 1 1 2 CTCSAAGGRFTGQLYF 2-3
1102 2 1-4 3 1 2 0 0 0 0 1 2 CTCSAFGTVSNERLFF

1096 2 1-4 3 1 2 0 0 0 0 1 2 CTCSAVGTGANERLFF

1087 2 2-2 3 1 2 0 0 0 0 1 2 CTCSADRGKYTGQLYF

1210 2 2-5 3 2 1 0 0 0 0 2 1 CTCSADWVGGQDTQYF YES
1081 2 2-3 3 2 1 0 0 2 0 0 1 CTCSASGTGIAETLYF 2-3 YES
991 2 1-4 3 2 1 1 0 1 0 0 1 CTCSAEWGGTNERLFF 1-2-3

1801 2 1-4 2 1 1 0 0 0 0 1 1 CTCSAVTGQGGERLFF

1625 2 2-4 2 1 1 1 1 0 0 0 0 CTCSADAGASQNTLYF

1523 2 1-4 2 1 1 0 0 0 0 1 1 CTCSARDKISNERLFF YES
1513 2 2-4 2 1 1 0 0 0 0 1 1 CTCSAWGGTSQNTLYF

1453 2 2-3 2 1 1 0 0 0 0 1 1 CTCSAWRGVSAETLYF

1379 2 2-5 2 1 1 0 0 1 0 0 1 CTCSAEGLGGQDTQYF 2-3
988 2 2-2 3 0 3 0 3 0 0 0 0 CTRSAGTGEGTGQLYF

1141 2 2-7 3 0 3 0 3 0 0 0 0 CTCSADLLGGRGEQYF

1201 2 2-2 3 0 3 0 3 0 0 0 0 CTCSPRLGANTGQLYF

1289 2 1-4 2 0 2 0 2 0 0 0 0 CTCSASGQFSNERLFF

1353 2 2-4 2 0 2 0 1 0 0 0 1 CTCSARDWGGRNTLYF 1-3
1459 2 2-3 2 0 2 0 0 0 0 0 2 CTCSADSGGSAETLYF

1581 2 2-5 2 0 2 0 2 0 0 0 0 CTCSADRGWGQDTQYF

1587 2 2-4 2 0 2 0 2 0 0 0 0 CTCSAGLGGGENTLYF

1599 2 1-4 2 0 2 0 0 0 2 0 0 CTCSADRGRANERLFF

1683 2 2-4 2 0 2 0 2 0 0 0 0 CTCSAGWGASQNTLYF

1689 2 2-5 2 0 2 0 0 0 2 0 0 CTCSADLGEGQDTQYF

1711 2 1-4 2 0 2 0 0 0 0 0 2 CTCSADGGVSNERLFF

1737 2 2-2 2 0 2 0 2 0 0 0 0 CTCSAGTGTNTGQLYF YES
1809 2 2-4 2 0 2 0 2 0 0 0 0 CTCSGDWGGFQNTLYF

1827 2 2-4 2 0 2 0 2 0 0 0 0 CTCSALLGDSQNTLYF

1927 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAWTGDVTGQPYF

1932 2 2-3 1 0 1 0 1 0 0 0 0 CTCSGAGGARAETLYF

1934 2 2-3 1 0 1 0 1 0 0 0 0 CTCSADLGRSAETLYF

1996 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAGGEINTGQLYF

2013 2 1-2 1 0 1 0 1 0 0 0 0 CTCSASPGNLNSDYTF

2120 2 1-4 1 0 1 0 0 0 1 0 0 CTCSARQGARSERLFF

2122 2 2-2 1 0 1 0 0 0 1 0 0 CTCSALGGTNTGQPYF

2124 2 2-2 1 0 1 0 0 0 1 0 0 CTCRRGDRGGTGQLYF

2126 2 2-2 1 0 1 0 0 0 1 0 0 CTCSARTGANTGQLYF

2139 2 2-4 1 0 1 0 0 0 1 0 0 CTCSAVNWGSQNTLYF

2246 2 2-1 1 0 1 0 0 0 0 0 1 CTCSAAGTGTQDTQFF

2252 2 2-5 1 0 1 0 0 0 0 0 1 CTCSALGGRSQDTQYF

2358 2 2-3 1 0 1 0 0 0 0 0 1 CTCSVDWGGAAETLYF

2463 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAVGQGANERLFF

2470 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAAGTPNTGQLYF

2477 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAPGQPSNERLFF
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2503 2 2-3 1 0 1 0 1 0 0 0 0 CTCSADGRGSAETLYF

2509 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAGDRGTGNTLYF

2568 2 2-5 1 0 1 0 0 0 1 0 0 CTCSALRLGGLDTQYF

2573 2 2-2 1 0 1 0 0 0 1 0 0 CTCSHREGGGAGQLYF

2579 2 2-1 1 0 1 0 0 0 1 0 0 CTCSADASHNYAEQFF

2645 2 2-2 1 0 1 0 1 0 0 0 0 CTCSADRGANTGQLYF

2647 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAERTTSNERLFF

2672 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAPSRQGQNTLYF

2674 2 2-5 1 0 1 0 1 0 0 0 0 CTCSALLGGLKDTQYF

2679 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAPSGSSAETLYF

2704 2 2-2 1 0 1 0 0 0 0 0 1 YTCSHRDWGGTGQLYF

2706 2 2-2 1 0 1 0 0 0 0 0 1 CTSSHRDWGGTGQLYF

2708 2 1-7 1 0 1 0 0 0 0 0 1 TTCSADRPGGGERLFF

2751 2 2-2 1 0 1 0 1 0 0 0 0 CTCSARGQGNTGQLYF

2757 2 2-2 1 0 1 0 1 0 0 0 0 CTCSASRDTNTGQLYF

2780 2 2-4 1 0 1 0 1 0 0 0 0 CTCSARHWSSQNTLYF

2795 2 2-5 1 0 1 0 0 0 1 0 0 CTCSAYWGVNQDTQYF

2831 2 2-3 1 0 1 0 0 0 0 0 1 CTCSADGVDGAETLYF

2840 2 1-4 1 0 1 0 0 0 0 0 1 CTCSADRGQGRERLFF

2925 2 2-7 1 0 1 0 1 0 0 0 0 CTCSGTGGASSYEQYF

2932 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADRGDRSYEQYF

2936 2 1-4 1 0 1 0 1 0 0 0 0 CTRSAAGQISNERLFF

2937 2 2-2 1 0 1 0 1 0 0 0 0 CTCSETGGAHTGQLYF

2943 2 2-4 1 0 1 0 1 0 0 0 0 CTCTAGGGAGQNTLYF

2950 2 2-1 1 0 1 0 1 0 0 0 0 CTCSADLSGVYAEQFF

2953 2 2-5 1 0 1 0 1 0 0 0 0 CTCSAPRKGGAYTQYF

2954 2 1-4 1 0 1 0 1 0 0 0 0 CTCSALPDNSNERLFF

2995 2 2-2 1 0 1 0 0 0 1 0 0 CTCSAAGTANTGQLYF

3007 2 1-3 1 0 1 0 0 0 1 0 0 CTCSALGRGSGNTLYF

3094 2 2-3 1 0 1 0 0 0 0 0 1 CTCSAGNGGRAETLYF

3097 2 1-4 1 0 1 0 0 0 0 0 1 CTCSADRHLSNERLFF

3122 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAAGTAANERLFF

3125 2 2-4 1 0 1 0 1 0 0 0 0 CTCSVELGTGQNTLYF

3151 2 2-2 1 0 1 0 1 0 0 0 0 CTCSAGGGGDTGQLYF

3176 2 2-4 1 0 1 0 1 0 0 0 0 CTCSALGGRGQNTLYF

3184 2 2-2 1 0 1 0 1 0 0 0 0 CTCSALGGQGTGQLYF

3190 2 2-7 1 0 1 0 1 0 0 0 0 CTCSAVQGAPGYEQYF

3203 2 2-2 1 0 1 0 1 0 0 0 0 CTCSSGLGRNTGQLYF

3257 2 1-4 1 0 1 0 1 0 0 0 0 CTCSADSGAGNERLFF

3261 2 2-4 1 0 1 0 1 0 0 0 0 CTCSAARGTAQNTLYF

3267 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAAGTLSNERLFF

3275 2 2-7 1 0 1 0 1 0 0 0 0 CTCSADGLGGAYEQYF

3280 2 2-5 1 0 1 0 1 0 0 0 0 CTCSADYWGQQDTQYF

3281 2 2-4 1 0 1 0 1 0 0 0 0 CTCSHDRGTSQNTLYF

3287 2 2-3 1 0 1 0 1 0 0 0 0 CTCSALGGASAETLYF

1165 2 2-2 3 3 0 3 0 0 0 0 0 CTCSADRDRGRTGQLYF YES
1207 2 2-2 3 3 0 0 0 0 0 3 0 CTCSGTGGALNTGQLYF

1541 2 2-2 2 2 0 2 0 0 0 0 0 CTCSAAGTGGYTGQLYF

1685 2 2-3 2 2 0 0 0 2 0 0 0 CTCSARTGGGEAETLYF

2222 2 2-2 1 1 0 0 0 0 0 1 0 CTCSGTGGAVNTGQLYF

2241 2 2-2 1 1 0 0 0 0 0 1 0 CTCSGTGRALNTGQLYF

2422 2 2-3 1 1 0 1 0 0 0 0 0 CTCSAGTGGVSAETLYF

2630 2 2-2 1 1 0 1 0 0 0 0 0 CTCSSPSGTGGTGQLYF

2728 2 2-7 1 1 0 1 0 0 0 0 0 CTCSADVGTGASYEQYF

2732 2 2-3 1 1 0 1 0 0 0 0 0 CTCSEGLGGRIAETLYF

2855 2 2-4 1 1 0 1 0 0 0 0 0 CTCRDTGGARGQNTLYF

2883 2 2-2 1 1 0 1 0 0 0 0 0 CTCSADGTGANTGQLYF

3056 2 2-7 1 1 0 0 0 0 0 1 0 CTCSALSHWASSYEQYF

1024 2 2-4 3 0 3 0 0 0 3 0 0 CTCSADWQGGRQNTLYF

1621 2 2-2 2 0 2 0 2 0 0 0 0 CTCSADRAGENTGQLYF

1645 2 2-7 2 0 2 0 0 0 0 0 2 CTCSADRGTGDSYEQYF

2000 2 2-3 1 0 1 0 1 0 0 0 0 CTCSVTWGGGSEDTQYF

2006 2 2-4 1 0 1 0 1 0 0 0 0 CTCSARTGGTSQNTLYF

2007 2 2-3 1 0 1 0 1 0 0 0 0 CTCSARTGGGSAETLYF

2137 2 2-2 1 0 1 0 0 0 1 0 0 CTCSADPNRGNTGQLYF

2474 2 2-3 1 0 1 0 1 0 0 0 0 CTCSAGTGGTSAETLYF

2496 2 2-2 1 0 1 0 1 0 0 0 0 CTCSERGTDANTGQLYF

2498 2 1-4 1 0 1 0 1 0 0 0 0 CTCSAGTGGAGNERLFF

2650 2 2-3 1 0 1 0 1 0 0 0 0 CTCSADLGGRRTETLYF

2797 2 2-3 1 0 1 0 0 0 1 0 0 CTCSAERWGTSAETLYF

2926 2 2-2 1 0 1 0 0 0 0 0 0 CTCSADGTGADTGQLYF

2928 2 2-5 1 0 1 0 1 0 0 0 0 CTCSVWDWGNNQDTQYF

17 Amino 
Acids

16 Amino 
Acids



Length Clone # V! J! Total iTreg nTreg iTreg nTreg iTreg nTreg iTreg nTreg
CDR3 Amino Acids P C 

2088 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSHYEQYF

2545 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSEDTQYF

1793 8-3 2-2 2 2 0 0 0 0 0 2 0 CASSDDGQLYF

2058 8-3 1-5 1 1 0 1 0 0 0 0 0 CASSNNQAPLF

2144 8-3 2-7 1 1 0 0 0 1 0 0 0 CASRTGYEQYF

2152 8-3 2-7 1 1 0 0 0 1 0 0 0 CASSDAREQYF

2195 8-3 1-1 1 1 0 0 0 1 0 0 0 CASSGNTEVFF

2447 8-3 1-2 1 1 0 1 0 0 0 0 0 CASSDYSNYTF

2912 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSDQDTQYF

2919 8-3 2-7 1 1 0 1 0 0 0 0 0 CASSPQYEQYF

1497 8-3 2-4 2 1 1 0 0 0 0 1 1 CASSSQNTLYF

611 8-3 2-1 6 0 6 0 0 0 6 0 0 CASSGYAEQFF

1537 8-3 2-7 2 0 2 0 0 0 0 0 2 CASSESYEQYF

2067 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSDSYEQYF

2070 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSGRYEQYF

2095 8-3 2-4 1 0 1 0 1 0 0 0 0 CASRGQNTLYF

2183 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSTYTEVFF

2271 8-3 2-1 1 0 1 0 0 0 0 0 1 CASSGRTEQFF

2544 8-3 2-3 1 0 1 0 1 0 0 0 0 CASSDAATLYF

3021 8-3 2-1 1 0 1 0 0 0 1 0 0 CASSNYAEQFF

3028 8-3 2-4 1 0 1 0 0 0 1 0 0 CASSGDRTLYF

1563 8-3 2-7 2 2 0 2 0 0 0 0 0 CASSAQDYEQYF

1840 8-3 2-7 1 1 0 1 0 0 0 0 0 CASSDDKHEQYF

1858 8-3 2-3 1 1 0 0 0 1 0 0 0 CASSDWGETLYF

1916 8-3 1-2 1 1 0 1 0 0 0 0 0 CASRRQVSDYTF

1924 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSDGGDTQYF

2033 8-3 2-7 1 1 0 1 0 0 0 0 0 CASSDAGGEQYF

2036 8-3 2-1 1 1 0 1 0 0 0 0 0 CASSDQGAEQFF

2056 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSVNQDTQYF

2060 8-3 1-1 1 1 0 1 0 0 0 0 0 CASSDRQIEVFF

2164 8-3 1-6 1 1 0 0 0 1 0 0 0 CASSEANSPLYF

2200 8-3 2-5 1 1 0 0 0 1 0 0 0 CASSDFQDTQYF

2203 8-3 1-1 1 1 0 0 0 1 0 0 0 CASSERWAKVFF

2289 8-3 1-2 1 1 0 0 0 0 0 1 0 CASKDPNSDYTF

2317 8-3 1-1 1 1 0 0 0 0 0 1 0 YVGSPINTEVFF

2454 8-3 2-4 1 1 0 1 0 0 0 0 0 CASSQGGDTLYF

2905 8-3 2-4 1 1 0 1 0 0 0 0 0 CASSEPLNTLYF

2916 8-3 1-5 1 1 0 1 0 0 0 0 0 CASSDDGQTPLF

2921 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSDAAETLYF

2922 8-3 2-4 1 1 0 1 0 0 0 0 0 CASSEPLTPLYF

3074 8-3 2-4 1 1 0 0 0 0 0 1 0 CASSGTGDTLYF

1245 8-3 1-4 2 1 1 0 0 1 1 0 0 CASSYSNERLFF

1573 8-3 2-7 2 1 1 1 1 0 0 0 0 CASSDATYEQYF

412 8-3 1-1 9 0 9 0 0 0 9 0 0 CASSPGTTEVFF YES
1423 8-3 2-7 2 0 2 0 0 0 2 0 0 CASSETGYEQYF

1535 8-3 2-5 2 0 2 0 0 0 0 0 2 CASKTGEDTQYF

1807 8-3 2-4 2 0 2 0 0 0 0 0 2 CASSDEGYTLYF

1866 8-3 1-6 1 0 1 0 0 0 1 0 0 CASSDNNSPLYF

1868 8-3 2-7 1 0 1 0 0 0 1 0 0 CASSDQSYEQYF

1870 8-3 1-5 1 0 1 0 0 0 1 0 0 CASSDADQAPLF

1951 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSDRIGQLYF

1958 8-3 2-7 1 0 1 0 1 0 0 0 0 CATSDRFYEQYF

1959 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSANYAEQFF

1961 8-3 2-7 1 0 1 0 1 0 0 0 0 CASRDNSYEQYF

2063 8-3 1-3 1 0 1 0 1 0 0 0 0 CASSDIGNTLYF

2071 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSDWGDTQYF

2073 8-3 1-2 1 0 1 0 1 0 0 0 0 CASRQGDSDYTF

2075 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSPREYEQYF

2080 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSDAQYEQYF

2081 8-3 1-1 1 0 1 0 1 0 0 0 0 CASSGDTTEVFF

2087 8-3 1-1 1 0 1 0 1 0 0 0 0 CASSGQNTEVFF

2090 8-3 1-2 1 0 1 0 1 0 0 0 0 CASSAGDSDYTF

2169 8-3 2-4 1 0 1 0 0 0 1 0 0 CASSDRENTLYF

2170 8-3 2-5 1 0 1 0 0 0 1 0 0 CASSSVNSDYTF

2218 8-3 2-3 1 0 1 0 0 0 1 0 0 CASRGSAETLYF

2273 8-3 2-5 1 0 1 0 0 0 0 0 1 CASSDDQDTQYF

2285 8-3 2-7 1 0 1 0 0 0 0 0 1 CASSASSYEQYF

12 Amino 
Acids

11 Amino 
Acids

10 Amino 
Acids

V!8.3 Clonotype Analysis

Recovered Mouse 1 Mouse 2 Mouse 3



2377 8-3 2-7 1 0 1 0 0 0 0 0 1 CASSDRGGEQCF

2512 8-3 1-1 1 0 1 0 1 0 0 0 0 CASSTGDTEVFF

2517 8-3 1-5 1 0 1 0 1 0 0 0 0 CASSRQKQTPLF

2519 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSEQGAEQFF

2528 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSFDRYEQYF

2532 8-3 1-1 1 0 1 0 1 0 0 0 0 CAMGQGGTEVFF

2536 8-3 1-1 1 0 1 0 1 0 0 0 0 CASSGDTTKVFF

2543 8-3 2-3 1 0 1 0 1 0 0 0 0 CASRASAETLYF

2547 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSEGGNTQYF

2548 8-3 2-3 1 0 1 0 1 0 0 0 0 CASKTSAETLYF

2554 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSEQKNTLYF

2558 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSANTGQLYF

2562 8-3 2-7 1 0 1 0 1 0 0 0 0 CAGSDFSYEQYF

2973 8-3 1-2 1 0 1 0 1 0 0 0 0 CASSPRNSDYTF

2974 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSDVWGEQYF

2976 8-3 1-1 1 0 1 0 1 0 0 0 0 CASSDTDKEVFF

2991 8-3 1-5 1 0 1 0 1 0 0 0 0 CASRTANQAPLF

3008 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSDANTEVFF

3033 8-3 1-3 1 0 1 0 0 0 1 0 0 CASRQGSNTLYF

3049 8-3 1-5 1 0 1 0 0 0 1 0 0 CASSDANQAPLF

3102 8-3 2-7 1 0 1 0 0 0 0 0 1 CASSVRSYEQYF

3108 8-3 1-1 1 0 1 0 0 0 0 0 1 CASSDQNTEVFF

3109 8-3 2-7 1 0 1 0 0 0 0 0 1 CASRRTGNEQYF

3112 8-3 1-4 1 0 1 0 0 0 0 0 1 CASSDLGERLFF

664 8-3 1-6 5 5 0 0 0 5 0 0 0 CASRGQGGSPLYF

943 8-3 2-2 4 4 0 4 0 0 0 0 0 CASSRDNTGQLYF

979 8-3 1-1 3 3 0 3 0 0 0 0 0 CASSRDRGTEVFF

1045 8-3 2-1 3 3 0 0 0 3 0 0 0 CASRKDNYAEQFF

1108 8-3 1-2 3 3 0 0 0 0 0 3 0 CASRDNANSDYTF

1241 8-3 2-4 2 2 0 0 0 2 0 0 0 CASSGGQGNTLYF

1269 8-3 1-1 2 2 0 2 0 0 0 0 0 CASSGHHNTEVFF

1401 8-3 1-4 2 2 0 0 0 2 0 0 0 CASSDPFNERLFF

1407 8-3 2-3 2 2 0 0 0 2 0 0 0 CASRGGTAETLYF YES
1411 8-3 2-1 2 2 0 0 0 1 0 1 0 CASSDRGDAEQFF 2-3
1729 8-3 2-2 2 2 0 2 0 0 0 0 0 CASSGAATGQLYF

1848 8-3 2-4 1 1 0 1 0 0 0 0 0 CASSEGSQNTLYF

1849 8-3 1-1 1 1 0 1 0 0 0 0 0 CASSEGQNTEVFF

1860 8-3 1-3 1 1 0 0 0 1 0 0 0 CASRGVSGNTLYF

1914 8-3 2-7 1 1 0 1 0 0 0 0 0 CASSRQGGYEQYF

1915 8-3 1-4 1 1 0 1 0 0 0 0 0 CASRDRGHERLFF

1920 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSGVNQDTQYF

1921 8-3 2-3 1 1 0 1 0 0 0 0 0 CASTGAGAETLYF

1922 8-3 1-1 1 1 0 1 0 0 0 0 0 CASSEGKNTEVFF

2026 8-3 1-2 1 1 0 1 0 0 0 0 0 CACSDASNSDYTF

2028 8-3 2-2 1 1 0 1 0 0 0 0 0 CASLGGNTGQLYF

2030 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSAGSAETLYF

2031 8-3 1-4 1 1 0 1 0 0 0 0 0 CASRGISAETLFF

2037 8-3 1-2 1 1 0 1 0 0 0 0 0 CASSDASNSDYTF

2043 8-3 1-4 1 1 0 1 0 0 0 0 0 CASRGTVNERLFF

2047 8-3 2-4 1 1 0 1 0 0 0 0 0 CASSPGPQNTLYF

2052 8-3 2-1 1 1 0 1 0 0 0 0 0 CASSDDYYAEQFF

2053 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSAQNTGQLYF

2057 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSDSSAETLYF

2061 8-3 2-5 1 1 0 1 0 0 0 0 0 CASRGADQDTQYF

2145 8-3 1-5 1 1 0 0 0 1 0 0 0 CASSDGDRQAPLF

2148 8-3 2-4 1 1 0 0 0 1 0 0 0 CASSDGTGNTLYF

2161 8-3 1-2 1 1 0 0 0 1 0 0 0 CASSDALASDYTF

2163 8-3 2-4 1 1 0 0 0 1 0 0 0 CASSQGAQNTLYF

2194 8-3 2-2 1 1 0 0 0 1 0 0 0 CASSGTGTGQLYF

2197 8-3 2-7 1 1 0 0 0 1 0 0 0 CASREDRGYEQYF

2202 8-3 2-1 1 1 0 0 0 1 0 0 0 CASRKDNYAEQFL

2293 8-3 1-4 1 1 0 0 0 0 0 1 0 CASRGTTNERLFF

2294 8-3 2-4 1 1 0 0 0 0 0 1 0 CASRNRGRDTLYF

2298 8-3 2-1 1 1 0 0 0 0 0 1 0 CASSSWDYAEQFF

2301 8-3 2-7 1 1 0 0 0 0 0 1 0 CASSETGFYEQYF

2304 8-3 2-1 1 1 0 0 0 0 0 1 0 CASSVGGEAEQFF

2313 8-3 1-6 1 1 0 0 0 0 0 1 0 CASSVTDNSPLYF

2318 8-3 2-5 1 1 0 0 0 0 0 1 0 CASSEQGQDTQYF

2320 8-3 2-7 1 1 0 0 0 0 0 1 0 CASRGTGDYEQYF

2443 8-3 1-6 1 1 0 1 0 0 0 0 0 CASTQGYNSPLYF

2449 8-3 1-4 1 1 0 1 0 0 0 0 0 CASRGISNERLFF

2458 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSTPNTGQLYF

2461 8-3 2-4 1 1 0 1 0 0 0 0 0 CASSDADQNTLYF

13 Amino 
Acids

12 Amino 
Acids



2900 8-3 1-4 1 1 0 1 0 0 0 0 0 CASSAISNERLFF

2909 8-3 2-7 1 1 0 1 0 0 0 0 0 CASSEQQGYEQYF

2911 8-3 1-1 1 1 0 1 0 0 0 0 0 CASSGGDSTEVFF

3071 8-3 2-3 1 1 0 0 0 0 0 1 0 CASSGQGAETLYF

3072 8-3 1-1 1 1 0 0 0 0 0 1 0 CASSGQANTEVFF

3078 8-3 2-7 1 1 0 0 0 0 0 1 0 CASSEGDNYEQYF

3085 8-3 1-3 1 1 0 0 0 0 0 1 0 CASAQDSGNTLYF

372 8-3 1-3 10 9 1 0 1 9 0 0 0 CASKTNSGNTLYF 1-2
769 8-3 1-2 5 2 3 0 0 0 3 2 0 CASSVGRDSDYTF 2-3
863 8-3 2-1 4 3 1 3 0 0 0 0 1 CASSGDRRSEQFF 1-3
967 8-3 1-4 3 2 1 0 0 2 1 0 0 CASSGTTNERLFF

1301 8-3 1-5 2 1 1 1 1 0 0 0 0 CASSDQNNQAPLF

1311 8-3 2-4 2 1 1 1 1 0 0 0 0 CASSWGVQNTLYF

1219 8-3 1-2 3 0 3 0 3 0 0 0 0 CASSVGEGSDYTF

1251 8-3 2-4 2 0 2 0 0 0 2 0 0 CASSDAGTYTLYF

1253 8-3 2-1 2 0 2 0 0 0 2 0 0 CASSDDRDAEQFF

1299 8-3 1-1 2 0 2 0 2 0 0 0 0 CASSDKQNTEVFF

1303 8-3 1-3 2 0 2 0 2 0 0 0 0 CASIGQSGNTLYF

1373 8-3 2-5 2 0 2 0 1 0 1 0 0 CASSTGDQDTQYF YES
1421 8-3 1-1 2 0 2 0 0 0 2 0 0 CASKQGGHTEVFF

1531 8-3 1-4 2 0 2 0 0 0 0 0 2 CASRTDNNERLFF

1589 8-3 1-1 2 0 2 0 2 0 0 0 0 CASTGPANTEVFF

1763 8-3 2-5 2 0 2 0 2 0 0 0 0 CASSDPFQDTQYF

1771 8-3 1-6 2 0 2 0 2 0 0 0 0 CASSARGDSPLYF

1781 8-3 2-2 2 0 2 0 0 0 2 0 0 CAIREGNTGQLYF

1785 8-3 1-6 2 0 2 0 0 0 2 0 0 CASSDSYNSPLYF

1803 8-3 2-4 2 0 2 0 0 0 0 0 2 CASSGGSQTTLYF

1851 8-3 1-5 1 0 1 0 1 0 0 0 0 CASRRGEGDTQYF

1852 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSHGTNAGQFF

1853 8-3 1-2 1 0 1 0 1 0 0 0 0 CASSDQANSDYTF

1854 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSLGSQNTLYF

1856 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSGTANERLFF

1857 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSENKKDTQYF

1862 8-3 2-1 1 0 1 0 0 0 1 0 0 CASSGENYAEQFF

1863 8-3 1-5 1 0 1 0 0 0 1 0 0 CASSDTGNQAPLF

1865 8-3 2-4 1 0 1 0 0 0 1 0 0 CASSGSSQNTLYF

1867 8-3 1-6 1 0 1 0 0 0 1 0 0 CASRMLGQSPLYF

1869 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSDALNTEVFF

1945 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSEGLRAEQFF

1946 8-3 2-3 1 0 1 0 1 0 0 0 0 CASTGGSAETVYF

1955 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSDLGSGQLYF

1957 8-3 2-1 1 0 1 0 1 0 0 0 0 CASRETGWAEQFF

2062 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSEGANTEVFF

2065 8-3 1-5 1 0 1 0 1 0 0 0 0 CASGDQNNQAPLF

2068 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSEQNYAEQFF

2079 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSEDWGYEQYF

2082 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSDGYNERLFF

2084 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSDRGGYEQYF

2085 8-3 1-2 1 0 1 0 1 0 0 0 0 CASSDVGNSDYTF

2091 8-3 1-2 1 0 1 0 1 0 0 0 0 CASSGRANSDYTF

2094 8-3 2-2 1 0 1 0 1 0 0 0 0 CASQKSNTGQLYF

2100 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSGTGQNTLYF

2103 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSGGQQNTLYF

2168 8-3 1-6 1 0 1 0 0 0 1 0 0 CASRMVGQSPLYF

2173 8-3 2-1 1 0 1 0 0 0 1 0 0 CASSRDNYAEQFF

2176 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSEQGDTEVFF

2181 8-3 1-1 1 0 1 0 0 0 1 0 0 CASNLGQNTEVFF

2184 8-3 2-7 1 0 1 0 0 0 1 0 0 CASSEGSSYEQYF

2185 8-3 1-1 1 0 1 0 0 0 1 0 0 CASRTGSNTEVFF

2190 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSVVINTEVFF

2206 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSDVGNTEVFF

2207 8-3 1-3 1 0 1 0 0 0 1 0 0 CASSSNSGNTLYF

2208 8-3 2-4 1 0 1 0 0 0 1 0 0 CASSVRGQNTLYF

2209 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSEQSNTEVFF

2214 8-3 2-4 1 0 1 0 0 0 1 0 0 CASRRTGENTLYF

2217 8-3 2-7 1 0 1 0 0 0 1 0 0 CASRKDWGAEQYF

2221 8-3 2-1 1 0 1 0 0 0 1 0 0 CASSGGQYAEQFF

2267 8-3 2-1 1 0 1 0 0 0 0 0 1 CASSNWDYAEQFF

2276 8-3 1-3 1 0 1 0 0 0 0 0 1 CASSENSGNTLYF

2278 8-3 2-2 1 0 1 0 0 0 0 0 1 CASRGQNTGQLYF

2281 8-3 2-2 1 0 1 0 0 0 0 0 1 CASRGKNTGQLYF

2284 8-3 2-7 1 0 1 0 0 0 0 0 1 CASSGTGGGEQYF

2286 8-3 2-4 1 0 1 0 0 0 0 0 1 CASRVGGQNTLYF

13 Amino 
Acids



2373 8-3 1-4 1 0 1 0 0 0 0 0 1 CASSDRVGERLFF

2376 8-3 2-7 1 0 1 0 0 0 0 0 1 CASARDRGPEQYF

2379 8-3 2-5 1 0 1 0 0 0 0 0 1 CASSDRDKDTQYF

2382 8-3 1-1 1 0 1 0 0 0 0 0 1 CASRDRANTEVFF

2387 8-3 1-4 1 0 1 0 0 0 0 0 1 CASSLGQNERLFF

2390 8-3 1-1 1 0 1 0 0 0 0 0 1 CASSDVANTEVFF

2391 8-3 2-5 1 0 1 0 0 0 0 0 1 CASSDDRGDTQYF

2513 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSDAWEDTQYF

2514 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSDMGSGQLYF

2516 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSLGGLDTLYF

2521 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSVGTAYEQYF

2522 8-3 1-6 1 0 1 0 1 0 0 0 0 CASRGQGNSPLYF

2525 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSDARKYEQYF

2530 8-3 1-6 1 0 1 0 1 0 0 0 0 CASRDSHNSPLYF

2531 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSARDIDTQYF

2538 8-3 1-3 1 0 1 0 1 0 0 0 0 CASTRQGGNTLYF

2539 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSGGNYAEQFF

2550 8-3 2-1 1 0 1 0 1 0 0 0 0 CASLGDNYAEQFF

2556 8-3 2-3 1 0 1 0 1 0 0 0 0 CASSDAGAETLYF

2559 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSRAEEHTLYF

2560 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSDARQYEQYF

2564 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSDWGGYEQYF

2970 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSDASNERLFF

2977 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSDWGCYEQYF

2979 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSEQGYAEPFF

2983 8-3 1-2 1 0 1 0 1 0 0 0 0 CASSVTGFSDYTF

3026 8-3 2-7 1 0 1 0 0 0 1 0 0 CASSEGGRYEQYF

3027 8-3 2-3 1 0 1 0 0 0 1 0 0 CASRTTSAETLYF

3031 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSPGQATEVFF

3037 8-3 2-3 1 0 1 0 0 0 1 0 0 CASSKQVAETLYF

3044 8-3 2-3 1 0 1 0 0 0 1 0 0 CASRGTGSETLYF

839 8-3 1-1 4 4 0 0 0 4 0 0 0 CASSDTGWNTEVFF

1039 8-3 2-4 3 3 0 0 0 3 0 0 0 CASSGDRDQNTLYF

1042 8-3 2-2 3 3 0 0 0 3 0 0 0 CASSGTGPTGQLYF YES
1132 8-3 2-1 3 3 0 3 0 0 0 0 0 CASSGQPNYAEQFF

1243 8-3 2-1 2 2 0 0 0 2 0 0 0 CASSDRSFYAEQFF

1277 8-3 2-7 2 2 0 2 0 0 0 0 0 CASSDIWGGYEQYF

1279 8-3 2-2 2 2 0 2 0 0 0 0 0 CASTLGGNTGQLYF

1281 8-3 1-1 2 2 0 1 0 0 0 1 0 CASTPGQKNTEVFF 1-3
1283 8-3 2-3 2 2 0 2 0 0 0 0 0 CASTAGGGAETLYF

1507 8-3 2-5 2 2 0 0 0 0 0 2 0 YASSDWGNQDTQYF

1565 8-3 1-4 2 2 0 2 0 0 0 0 0 CASTGGSSNERLFF

1567 8-3 2-7 2 2 0 2 0 0 0 0 0 CASSDWGSSYEQYF

1569 8-3 2-5 2 2 0 2 0 0 0 0 0 CASSDTGRQDTQYF

1731 8-3 1-2 2 2 0 2 0 0 0 0 0 CASRGHLANSDYTF

1733 8-3 1-2 2 2 0 2 0 0 0 0 0 CASSRQGAGSDYTF

1841 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSATANQDTQYF

1842 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSIRGDAETLYF

1845 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSDAGATGQLYF

1847 8-3 1-5 1 1 0 1 0 0 0 0 0 CASSGTYNNQAPLF

1850 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSAGGSAETLYF

1859 8-3 2-2 1 1 0 0 0 1 0 0 0 CASSESGNTGQLYF

1911 8-3 1-4 1 1 0 1 0 0 0 0 0 CASSDGTSNERLFF

1912 8-3 2-7 1 1 0 1 0 0 0 0 0 CASSEADWPYEQYF

1919 8-3 2-7 1 1 0 1 0 0 0 0 0 CASSDRLGSYEQYF

2027 8-3 2-5 1 1 0 1 0 0 0 0 0 CASGAVGTQDTQYF

2038 8-3 1-4 1 1 0 1 0 0 0 0 0 CASSAGTTNERLFF

2040 8-3 2-2 1 1 0 1 0 0 0 0 0 CASGDTANTGQLYF

2042 8-3 1-2 1 1 0 1 0 0 0 0 0 CASSDRGANSDYTF

2045 8-3 2-4 1 1 0 1 0 0 0 0 0 CASRPPGQKNTLYF

2048 8-3 1-4 1 1 0 1 0 0 0 0 0 CASSEGTDNERLFF

2049 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSEAANTGQLYF

2050 8-3 1-2 1 1 0 1 0 0 0 0 0 CASSGGQGDSDYTF

2051 8-3 1-6 1 1 0 1 0 0 0 0 0 CASSGQGWNSPLYF

2054 8-3 1-3 1 1 0 1 0 0 0 0 0 CASSWGDSGNTLYF

2147 8-3 2-7 1 1 0 0 0 1 0 0 0 CASSPPGQGYEQYF

2151 8-3 1-5 1 1 0 0 0 1 0 0 0 CASSDGQNNQAPLF

2154 8-3 1-4 1 1 0 0 0 1 0 0 0 CASTGQGSNERLFF

2160 8-3 1-3 1 1 0 0 0 1 0 0 0 CASSDLISGNTLYF

2196 8-3 1-4 1 1 0 0 0 1 0 0 0 CASSETGPNERLFF

2198 8-3 2-5 1 1 0 0 0 1 0 0 0 CASSDEGHQDTQYF

2201 8-3 1-6 1 1 0 0 0 1 0 0 0 CASSDAQYNSPLYF

2288 8-3 2-1 1 1 0 0 0 0 0 1 0 CASSGTGGYAEQFF
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2290 8-3 1-4 1 1 0 0 0 0 0 1 0 CASRGDSPNERLFF

2299 8-3 1-3 1 1 0 0 0 0 0 1 0 CASSDGGPGNTLYF

2300 8-3 2-7 1 1 0 0 0 0 0 1 0 CASSDVWGGDEQYF

2306 8-3 2-5 1 1 0 0 0 0 0 1 0 CASTTGTGEDTQYF

2309 8-3 2-2 1 1 0 0 0 0 0 1 0 CASSDRVNTGQLYF

2314 8-3 2-3 1 1 0 0 0 0 0 1 0 CASRLGASAETLYF

2319 8-3 2-4 1 1 0 0 0 0 0 1 0 CASSDAGQKNTLYF

2321 8-3 2-4 1 1 0 0 0 0 0 1 0 CASSERGHQNTLYF

2440 8-3 1-1 1 1 0 1 0 0 0 0 0 CASSETGGNNTLYF

2444 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSEGQGGGTLYF

2446 8-3 1-1 1 1 0 1 0 0 0 0 0 CASSGGQGVTEVFF

2448 8-3 1-3 1 1 0 1 0 0 0 0 0 CASSAQGSGNTLYF

2451 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSLDTNTGQLYF

2452 8-3 2-1 1 1 0 1 0 0 0 0 0 CASRTGDGGDEQFF

2460 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSEQGHTGQLYF

2895 8-3 1-5 1 1 0 1 0 0 0 0 0 CASRETNNNQAPLF

2896 8-3 2-1 1 1 0 1 0 0 0 0 0 CASADSSNYAEQFF

2897 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSGGGDTGQLYF

2902 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSEDWGGNTQYF

2907 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSDLGGRDTQYF

2913 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSDTLGVDTQYF

2915 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSDRGQKDTQYF

2917 8-3 1-2 1 1 0 1 0 0 0 0 0 CASSETGQNSDYTF

2918 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSGTQNTGQLYF

2920 8-3 1-2 1 1 0 1 0 0 0 0 0 CASSEGTANSNHTF

3070 8-3 2-3 1 1 0 0 0 0 0 1 0 CASSDWTSAETLYF

3077 8-3 2-4 1 1 0 0 0 0 0 1 0 CASSERGYQNTLYF

3079 8-3 2-7 1 1 0 0 0 0 0 1 0 CASSELGGRVEQYF

439 8-3 1-3 8 5 3 0 0 0 1 5 2 CASSAGQRYGTLYF 2-3
605 8-3 1-4 6 3 3 0 0 3 2 0 1 CASSGQGTNERLFF 2-3
843 8-3 2-1 4 1 3 0 0 1 3 0 0 CASSDQGAYAEQFF

1255 8-3 2-2 2 1 1 0 0 0 1 1 0 CASSRTGDTGQLYF 2-3
1275 8-3 2-1 2 1 1 1 1 0 0 0 0 CASRTGGWGAEQFF

1369 8-3 2-1 2 1 1 1 1 0 0 0 0 CASSDIRNYAEQFF

1371 8-3 1-3 2 1 1 1 1 0 0 0 0 CASSGSNSGNTLYF YES
1405 8-3 1-3 2 1 1 0 0 1 1 0 0 CASSPQNSGNTLYF

1489 8-3 2-1 2 1 1 0 0 0 0 1 1 CASRTGGASAEQFF

1501 8-3 2-5 2 1 1 0 0 0 0 1 1 CASSDAGTQDTQYF YES
1593 8-3 1-4 2 1 1 1 1 0 0 0 0 CASSEGQNNERLFF

56 8-3 2-1 42 0 42 0 0 0 42 0 0 CASRETGGYAEQFF YES
719 8-3 2-1 5 0 5 0 1 0 4 0 0 CASTTGDNYAEQFF 1-2
847 8-3 1-4 4 0 4 0 0 0 4 0 0 CASSDDGRGERLFF

915 8-3 1-6 4 0 4 0 0 0 4 0 0 CASSDGDYNSPLYF

973 8-3 2-4 3 0 3 0 0 0 3 0 0 CASSPRLSQNTLYF

1051 8-3 1-3 3 0 3 0 0 0 2 0 1 CASRGQGAGNTLYF 2-3 YES
1054 8-3 1-2 3 0 3 0 0 0 3 0 0 CASSPGQANSDYTF

1147 8-3 2-3 3 0 3 0 3 0 0 0 0 CASSDAGGAETLYF YES
1239 8-3 2-1 2 0 2 0 2 0 0 0 0 CASSAGTGGAEQFF

1249 8-3 1-3 2 0 2 0 0 0 2 0 0 CASSGGGGGNTLYF

1307 8-3 2-3 2 0 2 0 2 0 0 0 0 CASSPASSAETLYF

1375 8-3 2-3 2 0 2 0 2 0 0 0 0 CASRGLGSAETLYF

1415 8-3 2-4 2 0 2 0 0 0 2 0 0 CASSPGGLQNTLYF

1417 8-3 1-4 2 0 2 0 0 0 2 0 0 CASSDRATNERLFF

1429 8-3 1-1 2 0 2 0 0 0 2 0 0 CASSDAGHNTEVFF

1487 8-3 1-5 2 0 2 0 1 0 0 0 1 CASSRDNNNQAPLF 1-3 YES
1491 8-3 1-4 2 0 2 0 0 0 0 0 2 CASREGFSNERLFF

1591 8-3 2-3 2 0 2 0 2 0 0 0 0 CASSDRGGAETLYF

1761 8-3 2-3 2 0 2 0 1 0 0 0 1 CASRSGGSAETLYF 1-3
1765 8-3 2-1 2 0 2 0 2 0 0 0 0 CASSDTKNYAEQFF

1767 8-3 2-5 2 0 2 0 2 0 0 0 0 CASSLTGGADTQYF

1769 8-3 1-1 2 0 2 0 2 0 0 0 0 CASSETGANTEVFF

1779 8-3 2-5 2 0 2 0 0 0 2 0 0 CASSDDRDGDTQYF

1855 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSDTRAQNTLYF

1864 8-3 1-4 1 0 1 0 0 0 1 0 0 CASSDGGANERLFF

1871 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSDWTGDTEVFF

1873 8-3 2-4 1 0 1 0 0 0 1 0 0 CASSDDRAKNTLYF

1874 8-3 1-2 1 0 1 0 0 0 1 0 0 CASRSGRENSDYTF

1952 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSDGGFYAEQFL

1954 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSDYKYYAEQFF

1960 8-3 1-2 1 0 1 0 1 0 0 0 0 CASSDQRTNSDYTF

1962 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSVGGNQDTQYF

2074 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSDFPNSYEQYF

2083 8-3 2-3 1 0 1 0 1 0 0 0 0 CASSGSSSAETLYF
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2086 8-3 2-3 1 0 1 0 1 0 0 0 0 CASSGWGSAETLYF

2093 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSDQGASERLFF

2097 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSGRTGGYEQYF

2102 8-3 1-6 1 0 1 0 1 0 0 0 0 CASSMTGYNSPLYF

2167 8-3 1-4 1 0 1 0 0 0 1 0 0 CASSDLGSNERLFF

2171 8-3 1-4 1 0 1 0 0 0 1 0 0 CASSEGGVNERLFF

2174 8-3 2-1 1 0 1 0 0 0 1 0 0 CASSHWGRGAEQFF

2177 8-3 1-3 1 0 1 0 0 0 1 0 0 CASSDQGSGNTLYF

2179 8-3 2-7 1 0 1 0 0 0 1 0 0 CASSDGTGGYEQYF

2180 8-3 2-2 1 0 1 0 0 0 1 0 0 CASSGDRDTGQLYF

2186 8-3 1-6 1 0 1 0 0 0 1 0 0 CASSDRGRNSPLYF

2189 8-3 2-4 1 0 1 0 0 0 1 0 0 CASSETGEGNTLYF

2192 8-3 2-7 1 0 1 0 0 0 1 0 0 CASSAQGEIYEQYF

2205 8-3 1-4 1 0 1 0 0 0 1 0 0 CASSETISNERLFF

2210 8-3 2-7 1 0 1 0 0 0 1 0 0 CASSDADRGHEQYF

2211 8-3 2-1 1 0 1 0 0 0 1 0 0 CASSDGDNYAEQFF

2212 8-3 2-2 1 0 1 0 0 0 1 0 0 CASSGQGHTGQLYF

2213 8-3 1-4 1 0 1 0 0 0 1 0 0 CASRGQRGNERLFF

2219 8-3 2-1 1 0 1 0 0 0 1 0 0 CASRQTGGYAEQFF

2220 8-3 2-3 1 0 1 0 0 0 1 0 0 CASSERDSAETLYF

2265 8-3 1-3 1 0 1 0 0 0 0 0 1 CASSDGNSGNTLYF

2268 8-3 1-4 1 0 1 0 0 0 0 0 1 CASSGTISNERLFF

2269 8-3 1-1 1 0 1 0 0 0 0 0 1 CASRTTGGNTEVFF

2270 8-3 1-3 1 0 1 0 0 0 0 0 1 CASSVGDSGNTLYL

2279 8-3 2-5 1 0 1 0 0 0 0 0 1 CASSDWDTQDTQYF

2280 8-3 1-6 1 0 1 0 0 0 0 0 1 CASSEAKGNSPLYF

2375 8-3 2-5 1 0 1 0 0 0 0 0 1 CASSDRAGGDTLYF

2378 8-3 1-2 1 0 1 0 0 0 0 0 1 CASSDPGRNSDYTF

2384 8-3 1-1 1 0 1 0 0 0 0 0 1 CASRKQGTNTEVFF

2385 8-3 1-5 1 0 1 0 0 0 0 0 1 CASSDRDSNQAPLF

2386 8-3 1-3 1 0 1 0 0 0 0 0 1 CASRGQGSGNTLYF

2388 8-3 1-3 1 0 1 0 0 0 0 0 1 CASSIQGAGNTLYF

2393 8-3 2-4 1 0 1 0 0 0 0 0 1 CASSDVYGQNTLYF

2515 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSGQVSNERLFF

2520 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSDAGGQNTLYF

2523 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSDAGNTGQLYF

2527 8-3 2-3 1 0 1 0 1 0 0 0 0 CASSDQGRAETLYF

2529 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSDAWGGYEQYF

2534 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSEGQGAERLFF

2535 8-3 1-1 1 0 1 0 1 0 0 0 0 CASSEHSTNTEVFF

2540 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSPRGGQNTLYF

2542 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSGTNNYAEQFF

2549 8-3 2-5 1 0 1 0 1 0 0 0 0 CASMRGHNQDTQYF

2552 8-3 1-2 1 0 1 0 1 0 0 0 0 CASARDRGSSDYTF

2553 8-3 1-2 1 0 1 0 1 0 0 0 0 CASSPDNTNSDYTF

2557 8-3 1-6 1 0 1 0 1 0 0 0 0 CASSEQGRNSPLYF

2565 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSDGDRVAEQFF

2971 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSARGGAGQLYF

2975 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSDAGRQDTQYF

2978 8-3 1-1 1 0 1 0 1 0 0 0 0 CASSGGGGNTEVFF

2980 8-3 1-3 1 0 1 0 1 0 0 0 0 CASSDGGRGNTLYF

2981 8-3 1-6 1 0 1 0 1 0 0 0 0 CASRDSSYNSPLYF

2986 8-3 1-1 1 0 1 0 1 0 0 0 0 CASRDRDKNTEVFF

2989 8-3 1-2 1 0 1 0 1 0 0 0 0 CASSEPDKNSDYTF

3011 8-3 1-6 1 0 1 0 0 0 1 0 0 CASGVRGGNSPLYF

3014 8-3 1-5 1 0 1 0 0 0 1 0 0 CASSAGNNNQAPLF

3017 8-3 2-7 1 0 1 0 0 0 1 0 0 CASSVTGGAYEQYF

3019 8-3 2-1 1 0 1 0 0 0 1 0 0 CASRETGGYADHFF

3020 8-3 1-2 1 0 1 0 0 0 1 0 0 CASKTGTSNSDYTF

3022 8-3 2-2 1 0 1 0 0 0 1 0 0 CASSGTTNTGQLYF

3024 8-3 1-2 1 0 1 0 0 0 1 0 0 CASSGTGIDSDYTF

3025 8-3 1-4 1 0 1 0 0 0 1 0 0 YASSETISNERLFF

3029 8-3 1-3 1 0 1 0 0 0 1 0 0 CASSADTSGNTLYF

3032 8-3 2-1 1 0 1 0 0 0 1 0 0 CASRETGGYAERFF

3034 8-3 2-5 1 0 1 0 0 0 1 0 0 CASSDDRDGDTLYF

3035 8-3 1-4 1 0 1 0 0 0 1 0 0 CASSERTGNERLFF

3036 8-3 2-1 1 0 1 0 0 0 1 0 0 CASRENGGSAEQFF

3045 8-3 1-4 1 0 1 0 0 0 1 0 0 CASSGGGTNERLFF

3046 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSPGQGDTEVFF

3101 8-3 2-5 1 0 1 0 0 0 0 0 1 CASSENRAQDTQYF

3103 8-3 1-6 1 0 1 0 0 0 0 0 1 CASSDAQHNSPLYF

3104 8-3 1-6 1 0 1 0 0 0 0 0 1 CASSRDRGNSPLYF

3107 8-3 2-1 1 0 1 0 0 0 0 0 1 CASSDPGQYSALFF
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3113 8-3 2-1 1 0 1 0 0 0 0 0 1 CANSAGTGGAEQFF

3114 8-3 1-4 1 0 1 0 0 0 0 0 1 CASRSSISNERLFF

3115 8-3 2-5 1 0 1 0 0 0 0 0 1 CASSDRDREDTQYF

3117 8-3 1-6 1 0 1 0 0 0 0 0 1 CASSDNSYNSPLYF

487 8-3 1-4 8 8 0 0 0 8 0 0 0 CASSDLGAANERLFF

903 8-3 2-1 4 4 0 4 0 0 0 0 0 CASSENWGNYAEQFF

1271 8-3 2-4 2 2 0 2 0 0 0 0 0 CASSDGGLGENTLYF

1363 8-3 2-4 2 2 0 2 0 0 0 0 0 CASSETGWDQNTLYF

1365 8-3 2-1 2 2 0 2 0 0 0 0 0 CASSDVGQGYAEQFF

1403 8-3 1-4 2 2 0 0 0 2 0 0 0 CASSDAGGSNERLFF

1495 8-3 1-5 2 2 0 0 0 0 0 2 0 CASSGGTGDNQAPLF

1499 8-3 2-1 2 2 0 0 0 0 0 2 0 CASSDALDRGTEQFF

1503 8-3 2-2 2 2 0 0 0 0 0 2 0 CASRGLGGTTGQLYF

1575 8-3 2-4 2 2 0 2 0 0 0 0 0 CASSRDRGSQNTLYF

1735 8-3 1-3 2 2 0 2 0 0 0 0 0 CASSDPGNSGNTLYF

1910 8-3 1-6 1 1 0 1 0 0 0 0 0 CASSARDSYNSPLYF

1917 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSDARGYQDTQYF

1918 8-3 2-7 1 1 0 1 0 0 0 0 0 CASSVLTGSSYEQYF

2032 8-3 1-1 1 1 0 1 0 0 0 0 0 CASSDRTGANTEVFF

2035 8-3 2-3 1 1 0 1 0 0 0 0 0 CASRGLGGTAETLYF

2041 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSGTGGNQDTQYF

2044 8-3 2-4 1 1 0 1 0 0 0 0 0 CASSDVWASQNTLYF

2055 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSDWGGVAETLYF

2059 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSDRTTNTGQLYF

2143 8-3 2-1 1 1 0 0 0 1 0 0 0 CASSGRDTNYAEQFF

2146 8-3 1-6 1 1 0 0 0 1 0 0 0 CASSDAGTDNSPLYF

2149 8-3 1-3 1 1 0 0 0 1 0 0 0 CASSDADNSGNTLYF

2153 8-3 1-4 1 1 0 0 0 1 0 0 0 CAGSGGQLSNERLFF

2155 8-3 2-1 1 1 0 0 0 1 0 0 0 CASSVTGTGNAEQFF

2156 8-3 1-3 1 1 0 0 0 1 0 0 0 CASSEDRGRGNTLYF

2157 8-3 2-1 1 1 0 0 0 1 0 0 0 CASSDRGGAQDTQFF

2158 8-3 2-4 1 1 0 0 0 1 0 0 0 CASSDVRQGEDTQYF

2162 8-3 2-1 1 1 0 0 0 1 0 0 0 CASSGTGGARAEQFF

2193 8-3 1-2 1 1 0 0 0 1 0 0 0 CASSDVRTGDSDYTF

2204 8-3 1-4 1 1 0 0 0 1 0 0 0 CASSDQAGANERLFF

2291 8-3 2-4 1 1 0 0 0 0 0 1 0 CASNESRGGLNTLYF

2292 8-3 1-1 1 1 0 0 0 0 0 1 0 CASSDEGHLNTELFF

2295 8-3 1-5 1 1 0 0 0 0 0 1 0 CASSDGGQGARAPLF

2296 8-3 2-1 1 1 0 0 0 0 0 1 0 CASSSDWGGYAEQFF

2303 8-3 2-7 1 1 0 0 0 0 0 1 0 CASSETGAFSYEQYF

2305 8-3 2-3 1 1 0 0 0 0 0 1 0 CASRAGTSSAETLYF

2308 8-3 1-4 1 1 0 0 0 0 0 1 0 CASSDDRGRTERLFF

2312 8-3 1-6 1 1 0 0 0 0 0 1 0 CASSEGNSYNSPLYF

2316 8-3 1-1 1 1 0 0 0 0 0 1 0 CASSDLGHPNTEVFF

2322 8-3 1-1 1 1 0 0 0 0 0 1 0 CVSSDLGHLNTEVFF

2323 8-3 2-1 1 1 0 0 0 0 0 1 0 CAGSDTGRGNAERFF

2441 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSDASKNTGQLYF

2442 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSDPLGNTGQLYF

2445 8-3 1-1 1 1 0 1 0 0 0 0 0 CASSERDSANTEFFF

2450 8-3 1-4 1 1 0 1 0 0 0 0 0 CASSEGTGTNERLFF

2455 8-3 2-1 1 1 0 1 0 0 0 0 0 CASSELEAPDAEQFF

2456 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSDLGGGAETLYF

2457 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSDQGGGAETLYF

2459 8-3 1-6 1 1 0 1 0 0 0 0 0 CASSEDLSYNSPLYF

2462 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSGNTGGQDTQYF

2901 8-3 2-2 1 1 0 1 0 0 0 0 0 CASTDKGRNTGQLYF

2903 8-3 2-3 1 1 0 1 0 0 0 0 0 CASRGLGPSAETLYF

2906 8-3 2-4 1 1 0 1 0 0 0 0 0 CASSDAGASQNTLYF

2908 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSGTGRSQDTQYF

2910 8-3 2-4 1 1 0 1 0 0 0 0 0 CASSRDRGSQNSLYF

2914 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSDTGPPKSPQYF

3073 8-3 1-1 1 1 0 0 0 0 0 1 0 GASRDGGHLNTEVFF

3075 8-3 1-1 1 1 0 0 0 0 0 1 0 CASSEAGTGDTEVFF

3076 8-3 1-1 1 1 0 0 0 0 0 1 0 CASSGKGQGSTEVFF

3081 8-3 1-1 1 1 0 0 0 0 0 1 0 FASSDDPGENTEVFF

3082 8-3 2-3 1 1 0 0 0 0 0 1 0 CASSDAGQGAETLYF

3083 8-3 1-5 1 1 0 0 0 0 0 1 0 CASSDAGGNNQAPLF

1 8-3 1-1 55 29 26 0 0 0 0 29 26 CASSDLGHLNTEVFF

970 8-3 2-5 3 1 2 1 1 0 1 0 0 CASSDDWGIQDTQYF

1273 8-3 1-1 2 1 1 1 0 0 0 0 1 CASSEGQYADTEVFF 1-3
1305 8-3 1-3 2 1 1 1 1 0 0 0 0 CASSDDREGGNTLYF

1409 8-3 2-3 2 1 1 0 0 1 1 0 0 CASSPGTNSAETLYF

1479 8-3 1-1 2 1 1 0 0 0 0 1 1 CASSDPGHLNTEVFF
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1481 8-3 2-3 2 1 1 0 0 0 0 1 1 CASSDRDGVAETLYF

1483 8-3 2-1 2 1 1 0 0 0 0 1 1 CASSAPGQGYAEQFF

1533 8-3 2-7 2 1 1 0 0 0 0 1 1 CASSDVMDRGEEQYF YES
1571 8-3 1-1 2 1 1 1 1 0 0 0 0 CASSERDSANTEVFF

1247 8-3 2-7 2 0 2 0 0 0 2 0 0 CASSDEGKSSYEQYF

1257 8-3 2-1 2 0 2 0 0 0 2 0 0 CASSVWGRGDAEQFF

1309 8-3 2-3 2 0 2 0 2 0 0 0 0 CASSGGLGSAETLYF

1419 8-3 2-3 2 0 2 0 0 0 2 0 0 CASSSVTASAETLYF

1427 8-3 1-1 2 0 2 0 0 0 2 0 0 CASRPWTGGNTEVFF

1475 8-3 2-1 2 0 2 0 0 0 1 0 1 CASSDPGQGYAEQFF 2-3 YES
1477 8-3 1-2 2 0 2 0 0 0 0 0 2 CASSAPGQGNSDYTF

1485 8-3 2-1 2 0 2 0 0 0 0 0 2 CASSGALGGNAEQFF

1539 8-3 1-3 2 0 2 0 0 0 0 0 2 CASSPSGNSGNTLYF

1872 8-3 2-3 1 0 1 0 0 0 1 0 0 CASSVDRASAETLYF

1875 8-3 2-5 1 0 1 0 0 0 1 0 0 CASSDAKDRQDTQYF

1876 8-3 2-1 1 0 1 0 0 0 1 0 0 CASSVWGLGDADQFF

1877 8-3 2-2 1 0 1 0 0 0 1 0 0 CASSDAGQNTGQLYF

1947 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSPTGGNTGQLYF

1948 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSVAGGYYAEQFF

1949 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSVQGDNYAEQFF

1950 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSDGGSSQNTMYF

1953 8-3 1-2 1 0 1 0 1 0 0 0 0 CASSGRTGPNSDYTF

2064 8-3 1-3 1 0 1 0 1 0 0 0 0 CASSDAGGAGNTLYF

2072 8-3 2-3 1 0 1 0 1 0 0 0 0 CASSDARDWGKALYF

2076 8-3 1-5 1 0 1 0 1 0 0 0 0 CASSDGGNNNQAPLF

2077 8-3 1-1 1 0 1 0 1 0 0 0 0 CASSERDSANTEVFL

2078 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSGRDRGNERLFF

2089 8-3 1-3 1 0 1 0 1 0 0 0 0 CASSTGTGVGNTLYF

2092 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSKDWGGAGTQYF

2098 8-3 1-3 1 0 1 0 1 0 0 0 0 CASSGTANSGNTLYF

2166 8-3 1-4 1 0 1 0 0 0 1 0 0 CASSLRGLSNERLFF

2172 8-3 2-3 1 0 1 0 0 0 1 0 0 CASSEPGLAAETLYF

2175 8-3 1-2 1 0 1 0 0 0 1 0 0 CASSDARRGNSDYTF

2187 8-3 1-3 1 0 1 0 0 0 1 0 0 CASSVPTNSGNTLYF

2188 8-3 2-4 1 0 1 0 0 0 1 0 0 CASSEDWVRQNTLYF

2191 8-3 2-5 1 0 1 0 0 0 1 0 0 CASSDAEGGCDTQYF

2215 8-3 1-1 1 0 1 0 0 0 1 0 0 CASSDRKQGNTEVFF

2216 8-3 2-2 1 0 1 0 0 0 1 0 0 CASSGLGANTGQLYF

2266 8-3 1-5 1 0 1 0 0 0 0 0 1 CASSDVPGQNQAPLF

2272 8-3 1-1 1 0 1 0 0 0 0 0 1 CASGDLGHLNTEVFF

2274 8-3 1-1 1 0 1 0 0 0 0 0 1 CASSDLGHLNTKVFF

2275 8-3 2-4 1 0 1 0 0 0 0 0 1 CASSLWVRGQNTLYF

2277 8-3 2-1 1 0 1 0 0 0 0 0 1 CASSDDWGGSAEQFF

2282 8-3 2-3 1 0 1 0 0 0 0 0 1 CASSVNGGSAETLYF

2283 8-3 2-3 1 0 1 0 0 0 0 0 1 RASSDLTDNAESLYF

2287 8-3 2-1 1 0 1 0 0 0 0 0 1 CASSDAGPVDAEVFF

2374 8-3 1-1 1 0 1 0 0 0 0 0 1 CASSELGHLNTEVFF

2380 8-3 2-3 1 0 1 0 0 0 0 0 1 CASSVGQGSAETLYF

2389 8-3 1-1 1 0 1 0 0 0 0 0 1 CASSDLGHLNTEVFY

2392 8-3 2-1 1 0 1 0 0 0 0 0 1 CASSPDWGNYAEQFF

2518 8-3 1-4 1 0 1 0 1 0 0 0 0 CASRDRGLSNERLFF

2533 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSGDRANTGQLYF

2537 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSHRSPNTGQLYF

2972 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSDDGVNQDTQYF

2984 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSDARAVQDTQYF

2985 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSLPRQGQNTLYF

2987 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSGLGGRQDTQYF

2988 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSHRDRVYAEQFF

2990 8-3 2-4 1 0 1 0 1 0 0 0 0 CARCGYWGSQDPLYF

3009 8-3 2-3 1 0 1 0 0 0 1 0 0 CASSRTGESAETLYF

3010 8-3 1-6 1 0 1 0 0 0 1 0 0 CASRDSRGNNSPLYF

3012 8-3 2-1 1 0 1 0 0 0 1 0 0 CASSDAGGAGAEQFF

3015 8-3 2-5 1 0 1 0 0 0 1 0 0 CANTDVWGVQDSHYF

3018 8-3 2-4 1 0 1 0 0 0 1 0 0 CASSITGGSQNTLYF

3023 8-3 1-3 1 0 1 0 0 0 1 0 0 CASSVDRNSGNTLYF

3030 8-3 2-3 1 0 1 0 0 0 1 0 0 CASSGETGWAETLYF

3039 8-3 2-1 1 0 1 0 0 0 1 0 0 CASSDEGGRYAEQFF

3040 8-3 2-1 1 0 1 0 0 0 1 0 0 WASSGETGWAEKVFF

3042 8-3 1-3 1 0 1 0 0 0 1 0 0 CASSDAGGPGNTLYF

3043 8-3 2-5 1 0 1 0 0 0 1 0 0 CASSDGQLNQDTQYF

3105 8-3 1-6 1 0 1 0 0 0 0 0 1 CASSDRDRNNSPLYF

3106 8-3 2-1 1 0 1 0 0 0 0 0 1 CASSGRLGGYAEQFF

3116 8-3 1-4 1 0 1 0 0 0 0 0 1 CASSEKGAPNERLFF

15 Amino 
Acids



1397 8-3 1-4 2 2 0 0 0 2 0 0 0 CASSDGTGGSNERLFF

1399 8-3 2-5 2 2 0 0 0 1 0 1 0 CASSELGGRNQDTQYF 2-3
1413 8-3 2-5 2 2 0 0 0 2 0 0 0 CASSDAGWGGQDTQYF

1493 8-3 2-4 2 2 0 0 0 0 0 2 0 CACSDARGAHQNTLYF

1843 8-3 2-1 1 1 0 1 0 0 0 0 0 CASSGAGLDNYAEQFF

1844 8-3 2-2 1 1 0 1 0 0 0 0 0 RASSGAGGAGTGQLYF

1846 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSGGLGGRAETLYF

1861 8-3 1-4 1 1 0 0 0 1 0 0 0 CASSPNRGRSNERLFF

1913 8-3 1-4 1 1 0 1 0 0 0 0 0 CASSDSGTISNERLFF

1923 8-3 1-4 1 1 0 1 0 0 0 0 0 CASSAGGQLSNERLFF

2029 8-3 2-4 1 1 0 1 0 0 0 0 0 CASSEGTGVGQNTLYF

2039 8-3 2-1 1 1 0 1 0 0 0 0 0 CASRGLGGLNYAEQFF

2046 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSDERGRPTGQLYF

2150 8-3 2-1 1 1 0 0 0 1 0 0 0 CASSDLGGANYAEQFF

2159 8-3 2-5 1 1 0 0 0 1 0 0 0 CASSDAGGGGQDTQYF

2297 8-3 1-1 1 1 0 0 0 0 0 1 0 CASSGPSGTTNTEVFF

2302 8-3 2-4 1 1 0 0 0 0 0 1 0 CASSDSGGVSQNTLYF

2307 8-3 2-1 1 1 0 0 0 0 0 1 0 CASSASGTGGYAEQFF

2311 8-3 2-3 1 1 0 0 0 0 0 1 0 CASSVGLGISAETLYF

2325 8-3 1-3 1 1 0 0 0 0 0 1 0 CASSDVPGGSGNTLYF

2453 8-3 2-2 1 1 0 1 0 0 0 0 0 CASRATGAANTGQLYF

2894 8-3 2-5 1 1 0 1 0 0 0 0 0 CASSGLGGLNQDTQYF

2898 8-3 2-3 1 1 0 1 0 0 0 0 0 CASSDWGGRVAETLYF

2923 8-3 1-6 1 1 0 1 0 0 0 0 0 CASSAKTGVYNSPLYF

3080 8-3 2-3 1 1 0 0 0 0 0 1 0 CASSGRDRERAETLYF

3084 8-3 2-3 1 1 0 0 0 0 0 1 0 CASSDRQGRGAETLYF

495 8-3 2-1 8 6 2 0 0 6 2 0 0 CASSPGTGGVYAEQFF

659 8-3 2-2 5 4 1 2 0 2 0 0 1 CASSGAGGAGTGQLYF 1-2-3 YES
714 8-3 2-3 5 4 1 4 1 0 0 0 0 CASSDRGGADAETLYF

759 8-3 1-3 5 3 2 0 0 3 2 0 0 CASSDAWTNSGNTLYF

859 8-3 2-2 4 2 2 2 0 0 0 0 2 CASSEGLGGATGQLYF 1-3
1105 8-3 2-1 3 2 1 0 0 0 0 2 1 CASSDDWGYNYAEQFF

1505 8-3 2-4 2 1 1 0 0 0 0 1 1 CASSDAGLGSQNTLYF

1237 8-3 2-3 2 0 2 0 2 0 0 0 0 CASSDAPGASAETLYF YES
1425 8-3 2-2 2 0 2 0 0 0 2 0 0 CASSTLGGANTGQLYF

1783 8-3 1-3 2 0 2 0 0 0 2 0 0 CASSGRTGHSGNTLYF

1805 8-3 2-2 2 0 2 0 0 0 0 0 2 CASSDARDRNTGQLYF

1956 8-3 2-1 1 0 1 0 1 0 0 0 0 CASSGGLGENYAEQFF

2066 8-3 1-3 1 0 1 0 1 0 0 0 0 CASSDGAGGNGNTLYF

2101 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSDGDRRGQNSLDF

2178 8-3 2-2 1 0 1 0 0 0 1 0 0 CASSARGAANTGQLYF

2381 8-3 1-6 1 0 1 0 0 0 0 0 1 CASSERDNSYNSPLYF

2394 8-3 1-3 1 0 1 0 0 0 0 0 1 CASSDAHGKQGNTLYF

2524 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSDIRGISNERLFF

2526 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSSTGKISNERLFF

2541 8-3 2-4 1 0 1 0 1 0 0 0 0 WASSDKGERGQNALSF

2546 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSDAPGQSNERLFF

2551 8-3 1-3 1 0 1 0 1 0 0 0 0 CASSDGQGAPGNTLYF

2555 8-3 1-4 1 0 1 0 1 0 0 0 0 CASSEGTGGSNERLFF

2561 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSDAATGNTGQLYF

3013 8-3 2-2 1 0 1 0 0 0 1 0 0 CASSAPGQGDTGQLYF

3038 8-3 1-3 1 0 1 0 0 0 1 0 0 CASSRDGTGEGNTLYF

3041 8-3 2-4 1 0 1 0 0 0 1 0 0 CASSDAGGTSQNTLYF

3048 8-3 1-3 1 0 1 0 0 0 1 0 0 CASSDAWGNSGNTLYF

3111 8-3 2-7 1 0 1 0 0 0 0 0 1 CASSDAWGGTSYEQYF

764 8-3 2-3 5 5 0 0 0 2 0 3 0 CASSVRLGGRLAETLYF 2-3
1367 8-3 2-5 2 2 0 2 0 0 0 0 0 CASSDGGLGLAEDTQYF

2034 8-3 2-2 1 1 0 1 0 0 0 0 0 CASSGGTGGPNTGQLYF

2199 8-3 2-3 1 1 0 0 0 1 0 0 0 CASSDAVVGGRAETLYF

2310 8-3 2-4 1 1 0 0 0 0 0 1 0 CASSDGQGARGQNTLYF

2315 8-3 1-4 1 1 0 0 0 0 0 1 0 CASSDVGQGRSNERLFF

2324 8-3 2-2 1 1 0 0 0 0 0 1 0 CASSDAPGQGNTGQLYF

1048 8-3 2-3 3 0 3 0 0 0 3 0 0 CASSVRDWGGIAETLYF

1222 8-3 1-6 3 0 3 0 3 0 0 0 0 CASSDGTENSYNSPLYF

1759 8-3 1-6 2 0 2 0 2 0 0 0 0 CASSAGRESSYNSPLYF

2069 8-3 2-4 1 0 1 0 1 0 0 0 0 CASSDPPPDRSQNTLYF

2099 8-3 2-7 1 0 1 0 1 0 0 0 0 CASSGDWGGAGSYEQYF

2165 8-3 2-2 1 0 1 0 0 0 1 0 0 CASSPDWGGTNTGQLYF

2182 8-3 1-5 1 0 1 0 0 0 1 0 0 CASSDWPGRNNNQAPLF

2383 8-3 2-1 1 0 1 0 0 0 0 0 1 CASSASGTGDNYAEQFF

2563 8-3 2-2 1 0 1 0 1 0 0 0 0 CASSDGPGQLNTGQLYF

2969 8-3 2-3 1 0 1 0 1 0 0 0 0 CASSDALGGALAETLYF

2982 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSDARDRGRQDTQYF

16 Amino 
Acids
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3047 8-3 2-2 1 0 1 0 0 0 1 0 0 CASSDAGTGRNTGQLYF

3110 8-3 2-3 1 0 1 0 0 0 0 0 1 CASSDVTGGTSAETLYF

1267 8-3 2-3 2 2 0 2 0 0 0 0 0 CASKRQGGGILGAETLYF

2096 8-3 2-5 1 0 1 0 1 0 0 0 0 CASSDAGTGGAGQDTQYF

17 Amino 
Acids
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